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Intended Result Your Report Your Score
Specimen 5909A  Aspergillus flavus species complex Aspergillus flavus species complex Not scored
Specimen 5909B  Escherichia coli Escherichia coli 2

Specimen 5909C Enterococcus faecium from urine

Ampicillin resistant resistant 2
Ciprofloxacin resistant resistant 2
Levofloxacin resistant resistant 2
Linezolid susceptible susceptible 2
Teicoplanin susceptible susceptible 2
Tigecycline susceptible susceptible 2
Vancomycin susceptible susceptible 2
Specimen 5909D Pseudomonas aeruginosa from urine
Amikacin susceptible susceptible 2
Ceftazidime intermediate intermediate Not scored
Ciprofloxacin resistant resistant 2
Colistin susceptible susceptible 2
Imipenem resistant resistant 2
Levofloxacin resistant resistant 2
Meropenem resistant resistant 2
Piperacillin-tazobactam  intermediate intermediate Not scored
Carbapenemase negative negative Not scored

Turn around time: The time taken to report your results was 0 day(s). This information is provided for your own use and does not form part of your performance
assessment.

For cumulative score information please go to page 2 of this report.

Report format: Methods are now displayed within the report. In the histograms on pages 3 and 4, a maximum of 10 instruments/methods can be displayed; these
include the most commonly used methods and the method(s) used in your laboratory indicated by an arrow(s). The figures in the histograms and those in the overall
results tables may differ:

(1) due to participants using more than one instrument/method resulting in higher numbers of data sets in the histograms, or,

(2) due to exclusion of kits displayed in the histograms resulting in apparently lower numbers of data sets in the histograms.

The method category described as 'other' contains a miscellaneous assortment of method responses that were not well defined.

Specimen 5909C: This specimen contained Enterococcus faecium. The concordance with the reference susceptibilities is illustrated on page 3 of the report.
Specimen 5909D: This specimen contained Pseudomonas aeruginosa. The concordance with the reference susceptibilities is illustrated on page 3 of the report.

Please see final pages of the report for antimicrobial susceptibility testing comments.

Acknowledgments: We thank colleagues at the Mycology Reference Laboratory at UKHSA Bristol, the Antimicrobial Resistance and Healthcare Associated
Infections Reference Unit (AMRHAI) at UKHSA Colindale, the EUCAST Development Laboratory (EDL) in Vaxj6, Sweden, and the Specialist Antimicrobial
Chemotherapy unit (SACU), Public Health Wales, Cardiff for the supply of strains and confirmatory testing.

Enquiries

For repeat specimens, please request using the web form (https://uknegasmicro.org.uk/participant-info/order-repeat-specimens)

stating your laboratory identification number, the distribution name and number, specimen number(s), and reason for request.

Any scientific or technical enquiries related to this distribution, please contact organiser@ukneqgasmicro.org.uk. In-house test results are available should you
experience a technical failure and wish to discuss the results.

Please use the following links for information on:

1. Report format explained https://uknegasmicro.org.uk/participant-info/report-format-explained/

2. How to interpret your performance (cumulative score and performance rating) https://ukneqasmicro.org.uk/interpretation-of-performance-2/
3. Scoring https://uknegasmicro.org.uk/participant-info/information-on-scoring/

4. Bacteriology and mycology specific scoring https://uknegasmicro.org.uk/participant-info/bacteriology-and-mycology-specific-scoring/

5. Homogeneity https://uknegasmicro.org.uk/?r3d=information-of-homogeneity

6. Stability https://uknegasmicro.org.uk/?r3d=information-on-stability

For further information about the Service including confidentiality, please refer to the Directory & Participants Manual
https://uknegasmicro.org.uk/participant-info/directory-participants-manual/

Digital images of the results obtained in the UK NEQAS laboratory for this distribution are available on our website:
https://results.ukneqgas.org.uk/scripts/scheme-select.pl

Reporting of commensal organisms should be omitted. In line with clinical practice, only pathogens should be reported, as this ensures relevance to
patient diagnosis and treatment. Commensal organisms are included to reflect a patient sample.

Report authorised by: Dr Jennifer Henderson, Scheme Organiser
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Cumulative score information
Total number of specimens sent to you for UK NEQAS for Community medicine over the last 4 distributions is 16.

For these distributions specimen numbers 8922 8923 8924 8925 5816A 5816B 5816C 5816D 5866A 5866B 5866C 5866D 5909A 5909B 5909C 5909D have been
sent.

Number of specimens reported too late for analysis (not scored) is O

Your cumulative score for the specimen/test combinations that you reported was 140 out of a possible total of 140

The mean score calculated from the reports returned by ALL laboratories testing the specimen/test combinations you examined was 134.07 with a standard error of
3.99.

Performance rating

Your performance rating for UK NEQAS for Community medicine (i.e. the number of standard errors by which your cumulative score lies above or below the mean
for ALL laboratories) is 1.49.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.
Your performance rating may change if other participants' results are amended.

No score penalty is incurred for non return of reports, however non reporting of results may be used as a measure of poor performance.
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Specimen: 5909A Ear swab: Otitis externa with pain and discharge in left ear. The presence of significant pathogens was queried. Specimen contained
Aspergillus flavus species complex and Staphylococcus epidermidis.

Al (%)

VITEK 2 (all models) | 15 (16.9)
Phoenix M50 3 (3.4)

Other 12 (13.5)

Conventional tests [ ] 34 (38.2)
MALDI-ToF (bioMerieux) 6 (6.7)
MALDI-ToF (Chirius) 1 (11)
MALDI-ToF (Bruker) (ol 18 (20.2)
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Number of Reports

D Unexpected pathogen I:’ Negative result (no growth or commensals)

D Unnamed Aspergillus . Aspergillus flavus species complex

D Aspergillus sp. other than flavus species complex I:’ Aspergillus and additional unexpected pathogen
- Unnamed fungus

Your Report : Aspergillus flavus species complex Unexpected pathogens:

Your Score : Not scored Candida albicans 1
Pseudomonas aeruginosa 1

Staphylococcus aureus 1

Overall Results All Score
Incorrect species:
Unexpected pathogen 3 NS A. fumigatus 2
Negative result 30 NS A. niger 1
Unnamed Aspergillus 11 NS
Aspergillus flavus species complex 46 NS
Incorrect Aspergillus sp. 3 NS
Aspergillus & unexpected pathogen 0 NS
Unnamed fungus 2 NS
Total 95
% Correct 60.0

Category: Advanced
Specimen 5909A contained Aspergillus flavus complex.
Some 60.6% of participants (57/94) reporting a correct result. As there was <80% concordance with the intended result, this specimen was not scored.

Participants may find the UK Standards for Microbiology Investigations (SMIs) website a useful tool in addition to their local testing protocols:
https://www.rcpath.org/profession/publications/standards-for-microbiology-investigations.html.
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Specimen: 5909B urine: Increased frequency and urgency of urination. The presence of pathogens was queried. Specimen contained Escherichia coli.

All (%)

VITEK 2 (all models) 27 (30.3)
VITEK 1 (11)

Phoenix M50 5 (5.6)

Other 4 (4.5)

Conventional tests 11 (12.4)
MicroScan WalkAway 1 (1.1
MALDI-ToF (bioMerieux) 11 (12.4)
MALDI-ToF (Chirius) 1 (1.1
MALDI-ToF (Bruker) ol 28 (31.5)
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Number of Reports

Unexpected pathogen Negative result (no growth or commensals)

Unnamed Escherichia Escherichia coli

OO
Ol

Escherichia sp. other than coli Escherichia and additional unexpected pathogen

Your Report : Escherichia coli
Your Score : 2

Overall Results All Score

Unexpected pathogen 0
Negative result 0
Unnamed Escherichia 0
Escherichia coli 9
Incorrect Escherichia sp. 0
Escherichia & unexpected pathogen 0

9]
R ONNO

Total 96
% Correct 100

Category: Core
Specimen 5909B contained Escherichia coli .
An excellent performance with 100% of participants (96/96) reporting a correct result.

Participants may find the UK Standards for Microbiology Investigations (SMIs) website a useful tool in addition to their local testing protocols:
https://www.rcpath.org/profession/publications/standards-for-microbiology-investigations.html.
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Specimen: 5909C Enterococcus faecium (site: urine)

Antimicrobial agent Correct MICs in mg/L Ref. Labs No. of laboratories reporting as % of Laboratories
result 1 2 S | R with correct result
All All
Ampicillin resistant 32 64 0 0 92 100
Ciprofloxacin resistant >8 >16 1 0 71 98.6
Levofloxacin resistant >8 >32 2 0 75 97.4
Linezolid susceptible 4 2 86 0 1 98.9
Teicoplanin susceptible 1 1 87 0 3 96.7
Tigecycline susceptible 0.25 0.25 77 0 1 98.7
Vancomycin susceptible 1 1 91 0 3 96.8

Specimen: 5909D Pseudomonas aeruginosa (site: urine)

Antimicrobial agent Correct MICs in mg/L Ref. Labs No. of laboratories reporting as % of Laboratories
result 1 2 S | R with correct result
All All
Amikacin susceptible 4 4 86 0 1 98.9
Ceftazidime intermediate 4 4 6 47 38 51.6
Ciprofloxacin resistant 16 8 0 0 94 100
Colistin susceptible 2 1 56 0 2 96.6
Imipenem resistant 16 16 1 0 87 98.9
Levofloxacin resistant >8 >8 0 1 77 98.7
Meropenem resistant 16 16 0 5 86 94.5
Piperacillin-tazobactam intermediate 16 16 5 39 a7 42.9
Carbapenemase negative 25 0 17 59.5
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Distribution 5909

Specimen 5909C

This Enterococcus faecium from urine was Susceptible (S) to linezolid, teicoplanin, tigecycline
and vancomycin but Resistant (R) to ampicillin, ciprofloxacin and levofloxacin.

Ciprofloxacin and levofloxacin breakpoints for uncomplicated UTI were used for interpretation.
The table below shows the level of difficulty for each agent tested and resistance mechanisms

resent:
Whole Genome
Agent Ref MIC Ref Level of Complexity Se(cwgréc):l/ng
(mg/L) SIR difficulty of task Resi
esistance
mechanism

Resistance in E.
faecium is common
and is mostly due
to increased
expression of
Ampicillin 64 R LOW LOW and/or mutations in
penicillin binding
protein 5 (PBP5),
which has low
affinity for beta-
lactams.
Fluoroquinolone
resistance is
Ciprofloxacin >16 R LOW LOW commonly caused
by mutation of the
gyrA/parC genes
(DNA
gyrase/topoisomer
Levofloxacin >32 R LOW LOW ase), which have
essential roles in
DNA replication.

Linezolid 2 S HIGH LOW
Teicoplanin 1 S LOW LOW
Tigecycline 0.25 S LOW LOW
Vancomycin 1 S LOW LOW

Concordance was excellent (295%) or very good (90-94%) for all agents tested, with no
methodological issues found.

There were no methodological or interpretive issues for specimen 5909C. Overall level
of difficulty: LOW***
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Specimen 5909D

This Pseudomonas aeruginosa from urine was Susceptible (S) to amikacin and colistin but
Resistant (R) to ciprofloxacin, imipenem, levofloxacin and meropenem. The isolate was
categorised as Susceptible, increased exposure (1) to ceftazidime and piperacillin-tazobactam.

The amikacin breakpoint used was for P. aeruginosa in infections originating in the urinary
tract. For ceftazidime, ciprofloxacin, imipenem, levofloxacin and piperacillin-tazobactam the
breakpoints tazobactam were arbitrary, which categorises all wild-type isolates (those devoid
of resistance mechanisms) as Susceptible, increased exposure (I).* Colistin was interpreted
using EUCAST breakpoints in brackets (corresponding to Epidemiological Cut Offs
(ECOFFs).**

This P. aeruginosa did not contain a carbapenemase.

The table below shows the level of difficulty for each agent tested and resistance mechanisms

resent:
. Whole Genome
Agent Ref MIC Ref L_e\_/el of | Complexity Sequencing (WGS) /
(mg/L) SIR difficulty of task : /
Resistance mechanism
Amikacin 4 S LOW LOW
Ceftazidime 4 | LOW LOW

LOW LOW Fluoroquinolone resistance
is most commonly caused
by mutation of the

Ciprofloxacin 16 R gyrA/parC genes (DNA
gyrase/topoisomerase),
which have essential roles
in DNA replication.

Colistin 2 S LOW LOwW
LOW LOW Resistance to
carbapenems is commonly
caused by the native ampC
beta-lactamase and
reduced impermeability
(porin loss, efflux).
Levofloxacin >8 R LOW LOW See ciprofloxacin.
HIGH LOW See imipenem. Further
meropenem resistance is
due to presence of OXA-
396 beta-lactamase.
Piperacillin-tazobactam 16 R HIGH LOW See imipenem.

Imipenem 16 R

Meropenem 16 R

Concordance was excellent (=95%) or very good (90-94%) for most agents tested, except
ceftazidime, piperacillin-tazobactam and carbapenemase production.

For ceftazidime, the reference MICs were 4 mg/L and 4 mg/L, interpreted as Susceptible,
increased exposure (1), below the resistance breakpoint of >8 mg/L.

For piperacillin-tazobactam concordance was 42.9%. Reference MICs were 16 mg/L and 16
mg/L, interpreted as Susceptible, increased exposure.

There was no methodological or interpretative issues with specimen 5849A. Overall
level of difficulty: LOW***

Operated by UK Health Security Agency ) © Copyright. The data in UK NEQAS reports are confidential. Participants must
61 Colindale Avenue consult the scheme organiser before quoting data from the scheme.

Colindale UK NEQAS for Microbiology

London NW9 5EQ UKAS PO Box 63003

TESTING

s London NW9 1GH Published at 12:29 on Wednesday 25 February 2026




Community medicine Laboratory :

Distribution : 5909 Page 8 of 8

*** Difficulty/Complexity Rating Criteria

LOW HIGH
I;_ief);;i?t; MIC >1x log2 of breakpoint MIC within 1x log2 of breakpoint
Methodological issues & reading
Complexity o difficulties.
of task No methodological issues _ e..g._Method by Broth .
microdilution (BMD), fosfomycin/
mecillinam: colonies inside zone
Overall <2 agents with high difficulty or >2 with high difficulty or
level complexity complexity

Only EUCAST is currently presented in the report. Performance is assessed against EUCAST
MIC breakpoints. Details of the EUCAST breakpoints and organisation are available on the
EUCAST website at www.eucast.org.

Reference MICs were determined by the ISO reference method, broth microdilution or agar
dilution where appropriate. MICs were interpreted according to current EUCAST guidelines
and CLSI guidelines.

Scoring: For details please refer to the ‘bacteriology scoring’ document available on our
website; click on the ‘Scoring’ tab

Test results should be reported to UK NEQAS in accordance with the scheme
information and any relevant internationally agreed guidance (e.g. EUCAST or CLSI).
Test results should be reported as found in the test results fields. Where there is a
difference between test results obtained and results that you would report, the reported
results should be entered into the reported results fields following international
guidelines and NOT local policies.

Enquiries For repeat specimens please order using the web form or e-malil
organiser@uknegasmicro.org.uk stating your laboratory identification number, the distribution
name and number, and specimen numbers. For any technical enquires related to this
distribution, please contact Jennifer Henderson using the email address above. In-house test
results are available should you experience a technical failure and wish to discuss the results.
Digital images of the isolates included in this distribution are only available on our secure
website; click on the DIST button to access intended results and images, usually available on
the day following the closing date.
END OF REPORT
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