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Intended Result Your Report Your Score
Specimen 5844A Platform 1 report : SARS-CoV-2 negative SARS-CoV-2 negative 2

Platform 2 report : SARS-CoV-2 negative SARS-CoV-2 negative 2
Specimen 5844B  Platform 1 report : SARS-CoV-2 positive SARS-CoV-2 positive 2

Platform 2 report : SARS-CoV-2 positive SARS-CoV-2 positive 2
Specimen 5844C Platform 1 report : SARS-CoV-2 positive SARS-CoV-2 positive 2

Platform 2 report : SARS-CoV-2 positive SARS-CoV-2 positive 2
Specimen 5844D Platform 1 report : SARS-CoV-2 negative SARS-CoV-2 negative 2

Platform 2 report : SARS-CoV-2 negative SARS-CoV-2 negative 2

Comments:
A total of 201 specimen sets were distributed with 185 (92.0%) participants returning results within the specified period. Overall performance for this distribution was
excellent with 99.6% of participants returning the intended results across all platforms.

Specimen 5844A was negative for SARS-CoV-2 and only contained HEp-2 cells.
Specimen 5844B was positive for SARS-CoV-2 Omicron variant and also contained HEp-2 cells.
Specimen 5844C was positive for SARS-CoV-2 Omicron variant and also contained HEp-2 cells.
Specimen 5844D was negative for SARS-CoV-2 and only contained HEp-2 cells.

Please refer to the Comments pages 9-12 for scheme specific information.

Histograms on page 3 and subsequent pages display results from a maximum of 12 viral detection methods. These include the most commonly used methods and
the method(s) used in your laboratory indicated by an arrow(s). The figures in the histograms and those in the overall results tables may differ due to exclusion of kits
displayed in the histograms resulting in apparently lower number of data sets in the histograms. Summary tables of nucleic acid extraction methods and amplification
platforms used by participants are displayed at the end of the report. Please only report results from a second platform if a different platform is used.

Participants using platforms that require more sample volume than provided should e-mail organiser@uknegasmicro.org.uk to request extra volume.

Turn around time: The time taken to report your results was 0-days. This information is provided for your own use and does not form part of your performance
assessment.

Enquiries: Pre-distribution test results are available should you experience a technical failure and wish to discuss the results. Written enquiries about this distribution
should be addressed to Dr Sanjiv Rughooputh at the e-mail address listed above. For repeat specimens for EQA failure investigations, please request using the web
form at https://ukneqasmicro.org.uk/participant-info/order-repeat-specimens/.

Acknowledgements: We would like to thank the Virology and Pathogenesis Research Group at UKHSA for the provision of SARS-CoV-2 material and colleagues at
UKHSA Manchester and Gloucestershire Hospitals for help with pre-distribution testing.

Report authorised by: Dr Sanjiv Rughooputh, Scheme Organiser.

Operated by UK Health Security Agency
61 Colindale Avenue
Colindale

© Copyright. The data in UK NEQAS reports are confidential. Participants must
consult the scheme organiser before quoting data from the scheme.
UK NEQAS for Microbiology
London NW9 5EQ ROrIdEC PO Box 63003
s London NW9 1GH

ol

Published at 17:22 on Tuesday 24 June 2025



Molecular detection of SARS-CoV-2 Laboratory :
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Cumulative score information
Total number of specimens sent to you for UK NEQAS for Molecular detection of SARS-CoV-2 over the last 4 distributions is 16

For these distributions specimen numbers 8751 8752 8753 8754 8905 8906 8907 8908 9063 9064 9065 9066 5844A 5844B 5844C 5844D have been analysed and
scored.

Number of reports analysed 4

Number of specimens reported as not examined (not scored) 0

Number of specimens received too late for analysis (not scored) 0

Number of specimens for which no report was received (not scored) 0

Your cumulative score for these specimens was 64 out of a possible total of 64

The mean score calculated from the reports returned by UK laboratories was 63.41 (with a standard error of 1.81)

Performance rating

Your performance rating for UK NEQAS for Molecular detection of SARS-CoV-2 (i.e. the number of standard errors by which your cumulative score lies above or
below the mean) for UK laboratories is 0.32.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.

Please note your performance rating may alter if other participants' results are amended.

No score penalty is incurred for non return of reports. However non return of results may be used as a measure of poor performance.

The box plot displayed at the right of the Performance Rating graph represents data for the latest EQA distribution round_only.

Your performance rating over the past 12 distributions Total score you achieved for each of the past 12 distributions
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Four freeze-dried simulated nasopharyngeal swab samples were dispatched with a request to report on the presence or absence of SARS-CoV-2 nucleic acid.
Specimens 5844B and 5844BC were positive for SARS-CoV-2 and also contained Hep-2 cells. Specimens 5844A and 5844D were negative for SARS-CoV-2 and

only contained Hep-2 cells.

Specimen: 5844A |ntended result: SARS-CoV-2 negative
SARS-CoV-2 report 1

Your Report : SARS-CoV-2 negative

UK (%) Al (%)
Your Score : 2
Qiagen: Rotor-Gene || ¢ 1 (1.1 1 (0.7)
DiaSorin : Liaison 0 (0.0) 2 (1.4)  Overall Results UK All Score
Hologic: Aptima 3 (3.3) 3 (2.1
Seegene: Allplex 1 (LY 3 (21) sSARS-Cov-2 posive 0 1 -1
_ bioMerieux 2 (22 3 (21) SARS-CoV-2 equivocal 0 0 0
Hologic: Panther Fusion 5 (5.4) 5 (35 SARS-CoV-2 negative 81 176 2
Cobas 6800/8800 4 (4.3) 5 (3.5
Abbott: Alinity m 5 (5.4) 6 (42) Total 81 177
Other 5 (5.4) 6 (42) o Correct 100 99.4
Allplex SARS, FIUA/B, RSV 1 (11 9 (6.3)
Xpert SARS/FIU/RSV 7 (7.6) 14 (9.8)
Cepheid: GeneXpert [] 42 @457) 59 (41.3)
f T T T T 1
0 12 24 36 48 60
Number of reports
I:, SARS-CoV-2 positive I:, SARS-CoV-2 equivocal D SARS-CoV-2 negative
Specimen: 5844A |ntended result: SARS-CoV-2 negative
SARS-CoV-2 report 2
UK (%) Al (%) Your Report : SARS-CoV-2 negative
Your Score : 2
Cepheid: GeneXpert | + 12 (41.4) 17 (37.8)
Qiagen: QlAstat-Dx | | 0 (0.0 1 (22)  Overall Results UK Al Score
Euroimmun | | 0 (0.0 1 (2.2)
BD: Resp Viral Panel | | 1 (3.4) 1 (22) SARS-CoV-2 positive 0 0 1
Cobas 6800/8800 | | 1 (3.4) 1 (22) SARS-Cov-2 equivocal 0 0 0
DiaSorin Simplexa COVID 0 (0.0 1 (22) SARS-CoV-2 negative 28 49 2
SAMBA I 2 (6.9 2 (4.4
GenMark: ePlex 1 (34 2 (44) Total 28 49
AusDiagnostics 2 (6.9 2 (44) o Correct 100 100
BD: MAX 2 (6.9 2 (4.4
bioMerieux: FilmArray 2 (6.9) 3 (6.7)
Abbott: Alinity m 3 (10.3) 4 (8.9
f T T T T 1
0 4 8 12 16 20
Number of reports
D SARS-CoV-2 positive D SARS-CoV-2 equivocal D SARS-CoV-2 negative
Operated by UK Health Security Agency & © Copyright. The data in UK NEQAS reports are confidential. Participants must
61 Colindale Avenue consult the scheme organiser before quoting data from the scheme.
Colindale UK NEQAS for Microbiology
London NW9 5EQ AR PO Box 63003

4715

London NW9 1GH Published at 17:22 on Tuesday 24 June 2025




Molecular detection of SARS-CoV-2
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Dispatch Date : 02-Jun-2025

Four freeze-dried simulated nasopharyngeal swab samples were dispatched with a request to report on the presence or absence of SARS-CoV-2 nucleic acid.
Specimens 5844B and 5844BC were positive for SARS-CoV-2 and also contained Hep-2 cells. Specimens 5844A and 5844D were negative for SARS-CoV-2 and

only contained Hep-2 cells.

Specimen: 5844B |ntended result: SARS-CoV-2 positive (Omicron variant)

SARS-CoV-2 report 1

Your Report : SARS-CoV-2 positive

UK (%) All (%)
Your Score : 2
Qiagen: Rotor-Gene || ¢ 1 (1.1 1 (0.7)
DiaSorin : Liaison 0 (0.0 2 (L4)  Overall Results UK Al Score
Hologic: Aptima 3 (3.3) 3 (2.1
Seegene: Allplex 1 (1 3 (21) sARS-CoV-2 positive 80 177 2
bioMerieux 2 (22 3 (21) SARS-CoV-2 equivocal 0 0 0
Hologic: Panther Fusion 5 (5.4) 5 (35) SARS-CoV-2 negative 1 1 1
Cobas 6800/8800 4 (4.3) 5 (3.5)
Abbott: Alinity m 5 (54) 6 (42) Total 81 178
Other 5 (5.4) 6 (42) 9 Correct 98.8 99.4
Allplex SARS, FIuA/B, RSV 1 (11) 9 (6.3)
Xpert SARS/FIu/RSV 7 (7.6) 14 (9.7)
Cepheid: GeneXpert || | 42 (45.7) 60 (41.7)
f T T T T 1
0 16 32 48 64 80
Number of reports
I:, SARS-CoV-2 positive I:, SARS-CoV-2 equivocal D SARS-CoV-2 negative
Specimen: 5844B |ntended result: SARS-CoV-2 positive (Omicron variant)
SARS-CoV-2 report 2
UK (%) Al (%) Your Report : SARS-CoV-2 positive
Your Score : 2
Cepheid: GeneXpert | ¢ 12 (41.4) 17 (37.0)
Qiagen: QIAstat-Dx | | 0 (0.0) 1 (22)  Overall Results UK Al Score
Euroimmun | | 0 (0.0 1 (2.2)
BD: Resp Viral Panel | | 1 (34 1 (22)  sSARS-CoV-2 positive 28 49 2
Cobas 6800/8800 | | 1 (34) 1 (22)  sSARS-CoV-2 equivocal 0 0 0
DiaSorin Simplexa COVID 0 (0.0 1 (22) SARS-CoV-2 negative 0 0 1
SAMBA I 2 (6.9 2 (4.3)
GenMark: ePlex 1 (34 2 (43) Total 28 49
AusDiagnostics 2 (6.9 2 (43) o Correct 100 100
BD: MAX 2 (6.9 2 (4.3)
bioMerieux: FilmArray 2 (6.9) 4 (8.7)
Abbott: Alinity m 3 (10.3) 4 (8.7)
f T T T T 1
0 4 8 12 16 20
Number of reports
D SARS-CoV-2 positive D SARS-CoV-2 equivocal D SARS-CoV-2 negative
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Dispatch Date : 02-Jun-2025

Four freeze-dried simulated nasopharyngeal swab samples were dispatched with a request to report on the presence or absence of SARS-CoV-2 nucleic acid.
Specimens 5844B and 5844BC were positive for SARS-CoV-2 and also contained Hep-2 cells. Specimens 5844A and 5844D were negative for SARS-CoV-2 and

only contained Hep-2 cells.

Specimen: 5844C |ntended result: SARS-CoV-2 positive (Omicron variant)

SARS-CoV-2 report 1

Your Report : SARS-CoV-2 positive

UK (%) All (%)
Your Score : 2
Qiagen: Rotor-Gene || ¢+ 1 (1.1 1 (0.7)
DiaSorin : Liaison 0 (0.0 2 (L4)  Overall Results UK Al Score
Hologic: Aptima 3 (3.3) 3 (2.1
Seegene: Allplex 1 (11 3 (21) sARS-CoV-2 positive 79 175 2
bioMerieux 2 (22 3 (21) SARS-CoV-2 equivocal 0 0 0
Hologic: Panther Fusion 5 (5.5) 5 (35) SARS-CoV-2 negative 1 1 1
Cobas 6800/8800 4 (4.4) 5 (3.5)
Abbott: Alinity m 5 (5.5 6 (42) Total 80 176
Other || 5 (55 6 (42) 9 Correct 98.8 99.4
Allplex SARS, FIuA/B, RSV 1 (11) 9 (6.3)
Xpert SARS/FIu/RSV 7 (1.7) 14 (9.9)
Cepheid: GeneXpert | 41 (45.1) 58 (40.8)
f T T T T 1
0 12 24 36 48 60
Number of reports
I:, SARS-CoV-2 positive I:, SARS-CoV-2 equivocal D SARS-CoV-2 negative
Specimen: 5844C |ntended result: SARS-CoV-2 positive (Omicron variant)
SARS-CoV-2 report 2
UK (%) Al (%) Your Report : SARS-CoV-2 positive
Your Score : 2
Cepheid: GeneXpert | ¢ 12 (42.9) 17 (37.8)
Qiagen: QIAstat-Dx | | 0 (0.0) 1 (22)  Overall Results UK Al Score
Euroimmun | | 0 (0.0 1 (2.2)
BD: Resp Viral Panel | | 1 (3.6) 1 (22)  sSARS-CoV-2 positive 28 49 2
Cobas 6800/8800 | | 1 (3.6) 1 (22)  sSARS-CoV-2 equivocal 0 0 0
DiaSorin Simplexa COVID 0 (0.0 1 (22) SARS-CoV-2 negative 0 0 1
SAMBA I 2 (71.1) 2 (4.4)
GenMark: ePlex 1 (3.6) 2 (44) Total 28 49
AusDiagnostics 2 (1.1) 2 (44) o Correct 100 100
BD: MAX 2 (71.1) 2 (4.4)
bioMerieux: FilmArray 2 (7.1) 4 (8.9
Abbott: Alinity m 3 (10.7) 4 (8.9
f T T T T 1
0 4 8 12 16 20
Number of reports
D SARS-CoV-2 positive D SARS-CoV-2 equivocal D SARS-CoV-2 negative
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Dispatch Date : 02-Jun-2025

Four freeze-dried simulated nasopharyngeal swab samples were dispatched with a request to report on the presence or absence of SARS-CoV-2 nucleic acid.
Specimens 5844B and 5844BC were positive for SARS-CoV-2 and also contained Hep-2 cells. Specimens 5844A and 5844D were negative for SARS-CoV-2 and

only contained Hep-2 cells.

Specimen: 5844D |ntended result: SARS-CoV-2 negative
SARS-CoV-2 report 1

Your Report : SARS-CoV-2 negative

UK (%) All (%)
Your Score : 2
Qiagen: Rotor-Gene || ¢ 1 (1.1 1 (0.7)
DiaSorin : Liaison 0 (0.0 2 (L4)  Overall Results UK Al Score
Hologic: Aptima 3 (3.3) 3 (2.2
Seegene: Allplex 1 (11 3 (22)  sSARS-CoV-2 positive 2 3 -1
_ bioMerieux 2 (22 3 (22)  sSARS-CoV-2 equivocal 0 0 0
Hologic: Panther Fusion 5 (5.5) 5 (3.6) SARS-CoV-2 negative 78 170 2
Cobas 6800/8800 4 (4.4) 5 (3.6)
Abbott: Alinity m 5 (5.5 6 (43) Total 80 173
Other 5 (5.5 6 (43) 9 Correct 97.5 98.3
Allplex SARS, FIuA/B, RSV 1 (11) 9 (6.5)
Xpert SARS/FIu/RSV 7 (1.7) 13 (9.4)
Cepheid: GeneXpert [ 41 (45.1) 56 (40.3)
f T T T T 1
0 12 24 36 48 60
Number of reports
I:, SARS-CoV-2 positive I:, SARS-CoV-2 equivocal D SARS-CoV-2 negative
Specimen: 5844D |ntended result: SARS-CoV-2 negative
SARS-CoV-2 report 2
UK (%) Al (%) Your Report : SARS-CoV-2 negative
Your Score : 2
Cepheid: GeneXpert | + 12 (42.9) 17 (39.5)
Qiagen: QIAstat-Dx | | 0 (0.0) 1 (2.3)  Overall Results UK Al Score
Euroimmun | | 0 (0.0 1 (2.3)
BD: Resp Viral Panel | | 1 (36) 1 (23) SARS-CoV-2 posiive 0 0 -1
Cobas 6800/8800 | | 1 (3.6) 1 (23) SARS-CoV-2 equivocal 0 0 0
DiaSorin Simplexa COVID 0 (0.0 1 (23) SARS-CoV-2 negative 28 51 2
SAMBA I 2 (71.1) 2 (4.7)
GenMark: ePlex 1 (3.6) 2 (47)  Total 28 51
AusDiagnostics 2 (1.1) 2 (A7) 9 Correct 100 100
BD: MAX 2 (71.1) 2 (4.7)
bioMerieux: FilmArray 2 (7.1) 2 (4.7
Abbott: Alinity m 3 (10.7) 4 (9.3
f T T T T 1
0 4 8 12 16 20
Number of reports
D SARS-CoV-2 positive D SARS-CoV-2 equivocal D SARS-CoV-2 negative
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Dispatch Date : 02-Jun-2025
Nucleic acid extraction method 1 used by participating laboratories in this distribution
UK (%) Al (%)
Abbott: m2000sp || 1 (1.1) 1 (0.6)
ID NOW || 1 (1.1) 1 (0.6)
NucliSENS easyMAG || 1 (1.1 1 (0.6)
bioMerieux: EMAG || 1 (1.1 1 (0.6)
DiaSorin: Viral NA || 0 (0.0 1 (0.6)
PCR: Multiplex || 0 (0.0 1 (0.6)
QlAamp Viral RNA || 0 (0.0 1 (0.6)
NeuMoDx SARS-CoV-2 || 1 (1.1) 1 (0.6)
Seegene: Seeprep || 0 (0.0 1 (0.6)
Altona: AltoStar SARS || 0 (0.0 1 (0.6)
ELITech: ELITe InGenius || 0 (0.0 1 (0.6)
Promega : Maxwell || 0 (0.0 1 (0.6)
Anatolia Geneworks || 0 (0.0 1 (0.6)
SAMBA I || 1 (1.1) 1 (0.6)
PerkinElmer: SARS-CoV-2 || 0 (0.0 1 (0.6)
Zybio: NA Extraction Kit || 0 (0.0 1 (0.6)
Bioer || 1 (1.1 1 (0.6)
Other | | 2 (2.2 2 (1.2
DiaSorin : Liaison | | 0 (0.0 2 (1.2
Roche: cobas Liat | | 1 (1.1 2 (1.2
Roche: cobas 5800 | | 0 (0.0 2 (1.2
Qiagen: QIAsymphony | | 2 (2.2 2 (1.2
AusDiagnostics | | 2 (2.2 2 (1.2
GenMark: ePlex | | 2 (2.2 2 (1.2
KingFisher Flex | | 1 (1.1 2 (1.2
TANBead: NA Extraction | | 0 (0.0) 2 (1.2
BD: MAX | | 2 (2.2) 3 (1.8)
MagnaPure | | 1 (1.1 3 (1.8)
Qiagen | | 1 (1.1 3 (1.8)
Qiagen: EZ1 | | ¢ 1 (11) 3 (1.8
Seegene: Nimbus | | 1 (1.1 3 (1.8)
Hologic: Aptima | | 3 (3.3 3 (1.8)
MagMAX Viral/Pathogen | | 3 (3.3) 3 (1.8)
STANDARD M10 | | 0 (0.0 3 (1.8)
bioMerieux: FilmArray 3 (3.3 4 (2.4)
Seegene: STARmag 0 (0.0 4 (2.4)
Hologic: Panther Fusion 5 (5.4) 5 (3.0
Abbott: Alinity m 5 (5.4) 6 (3.6)
Cobas 6800/8800 4 (4.3) 6 (3.6)
Seegene: STARLET 0 (0.0 6 (3.6)
Xpert SARS/FIU/RSV 1 (11 7 (4.2
Cepheid: GeneXpert | 45 (48.9) 71 (42.3)
I 1 1 1 1 1
0 16 32 48 64 80
Number of reports

Operated by UK Health Security Agency
61 Colindale Avenue

Colindale

London NW9 5EQ LY
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Dispatch Date : 02-Jun-2025
Amplification platform 1 used by participating laboratories in this distribution
UK (%) Al (%)
Other || 1 (1.1) 1 (0.6)
ID NOW || 1 (1.1) 1 (0.6)
In house || ¢ 1 (1.1 1 (0.6)
Qiagen: QlAstat-Dx || 1 (1.1 1 (0.6)
NeuMoDx SARS-CoV-2 || 1 (1.1) 1 (0.6)
ELITech: ELITe InGenius || 0 (0.0 1 (0.6)
Luminex MAGPIX || 1 (1.1) 1 (0.6)
ThermoFisher Scientific || 0 (0.0 1 (0.6)
QuantStudio || 0 (0.0 1 (0.6)
Anatolia Geneworks || 0 (0.0 1 (0.6)
SAMBA I || 1 (1.1) 1 (0.6)
Bioer: Line-Gene || 1 (1.1 1 (0.6)
Roche: cobas Liat 1 (1.1) 2 (1.2
cobas SARS 1 (1.1) 2 (1.2
Roche: cobas 5800 0 (0.0 2 (1.2
BioRad 0 (0.0 2 (1.2
Qiagen: Rotor-Gene 0 (0.0 2 (1.2
Seegene: Allplex 0 (0.0 2 (1.2
GenMark: ePlex 2 (2.2 2 (1.2
DiaSorin : Liaison 0 (0.0 3 (1.8)
BD: MAX 2 (2.2) 3 (1.8)
Hologic: Aptima 3 (3.3 3 (1.8)
QuantStudio 5 2 (2.2 3 (1.8)
STANDARD M10 0 (0.0 3 (1.8)
bioMerieux: FilmArray 3 (3.3 4 (2.4)
Xpert SARS/FIU/RSV 0 (0.0 4 (2.4)
AusDiagnostics 4 (4.4) 4 (2.4)
ABI: 7500 systems 2 (2.2 4 (2.4)
QuantStudio 7 1 (1.1 4 (2.4)
Cobas 6800/8800 4 (4.4) 5 (3.0
Hologic: Panther Fusion 5 (5.5 5 (3.0
Abbott: Alinity m 5 (5.5) 6 (3.6)
BioRad: CFX96 Touch 2 (2.2 14 (8.3)
Cepheid: GeneXpert | 46 (50.5) 77 (45.8)
I 1 1 1 1 1
0 16 32 48 64 80
Number of reports

© Copyright. The data in UK NEQAS reports are confidential. Participants must
61 Colindale Avenue consult the scheme organiser before quoting data from the scheme.
Colindale UK NEQAS for Microbiology
London NW9 5EQ EE e PO Box 63003
London NW9 1GH Published at 17:22 on Tuesday 24 June 2025
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Molecular detection of SARS-CoV-2 Laboratory :
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Comments on Distribution 5844

Each distribution of the molecular detection of SARS-CoV-2 EQA now contains 4
specimens.

The Ct values that have been submitted by participants for each positive specimen are
presented in one table for methods 1 and 2.

Distribution 5844 consisted of 4 specimens prepared from cultured SARS-CoV-2 that were
subsequently X- ray irradiated.

Specimen No. 5844A: SARS-CoV-2 negative

Specimen No. 5844B: SARS-CoV-2 Positive

Specimen No. 5844C: SARS-CoV-2 Positive

Specimen No. 5844D: SARS-CoV-2 negative

Overall performance for this distribution was excellent, with 99.6% of participants returning
the intended result for all 4 specimens. This is an improvement of 0.3% to the previous
distribution 5774, where 99.3% of participants obtained the intended results.

Two hundred and one sets of specimens were sent to participating laboratories. Of these,185
participants returned their results by the closing date, representing a participation rate of
92.0%. This is an improvement of 8.0% from the previous distribution 5774, which had a return
rate of 84.0%.

Specimen No. 5844A: SARS-CoV-2 negative

This specimen was negative for SARS-CoV-2 and only contained HEp-2 cells.

Of the 177 participants who reported on this specimen for their first method, 99.4 % (176)
reported it as negative and scored a maximum of 2, 0.6% (1) reported as positive and
scored -1.

There were 49 responses for a second method. 100% (49) reported it as negative and
obtained a maximum score of 2.

Specimen No. 5844B: SARS-CoV-2 Positive

This specimen was prepared from a cultured Omicron B.1.1.529 variant of SARS-CoV-2 that
was subsequently X-ray irradiated. This material was diluted 3143 times.

Of the 178 participants who examined this specimen using their first method; 99.4% (177)
reported this specimen as positive and obtained a maximum score of 2. One participant
(0.6%) reported it as negative and scored -1.

Of the 49 participants who returned results for a second method; 100% (49) reported this
specimen as positive and obtained a maximum score of 2.

Operated by UK Health Security Agency
61 Colindale Avenue

Colindale

London NW9 5EQ

© Copyright. The data in UK NEQAS reports are confidential. Participants must
consult the scheme organiser before quoting data from the scheme.

UK NEQAS for Microbiology

PO Box 63003

London NW9 1GH Published at 17:22 on Tuesday 24 June 2025
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Table 1 below illustrates the range of Ct values reported by each participant for different
targets along with corresponding, median, mean and standard deviation for methods 1&2

Gene Target Minimum Ct Maximum Ct Median Ct Mean Ct Standard deviation
E gene 21.6 31.8 24.4 25.0 2.3
ORF region 19.2 28.0 24.9 24.7 1.9
ORF 8 19.6 25.2 22.6 22.6 2.1
RDRP gene 215 39.3 26.3 26.6 3.2
N gene 20.2 36.9 26.4 28.7 2.4
S gene 23.0 37.1 24.6 25.8 35

Table 1: Ct values range, Median, Mean and Standard deviation reported for method 1&2 for specimen 5844B

Specimen No. 5844C: SARS-CoV-2 Positive

This specimen was prepared from a cultured Omicron BA.4 variant of SARS-CoV-2 that was
subsequently X-ray irradiated. This material was diluted 2200 times.

Of the 176 participants who examined this specimen using their first method; 99.4% (175)
reported as positive and obtained a maximum score of 2. One participant (0.6%) reported
as negative and scored -1.

Of the 49 participants who returned results for a second method; 100% (49) reported this
specimen as positive and obtained a maximum score of 2.

Table 2 illustrates the range of Ct values reported for methods 1& 2.

Gene Target Minimum Ct Maximum Ct Median Ct Mean Ct Standard deviation
E gene 22.2 32.8 24.7 25.2 2.2
ORF region 21.0 28.0 25.4 25.6 3.9
ORF 8 19.8 25.2 23.8 23.2 2.1
RDRP gene 21.7 38.6 26.4 26.9 3.5
N gene 20.3 35.4 27.0 29.3 3.2
S gene 22.4 35.7 25.3 26.3 3.9

Table 2: Ct values range, Median, Mean and Standard deviation reported for method 1&2 for specimen 5844C

Specimen No. 5844D: SARS-CoV-2 negative

This specimen was negative for SARS-CoV-2 and only contained HEp-2 cells.

Of the 173 participants who reported on this specimen for their first method, 98.3 % (170)
reported it as negative and scored a maximum of 2, 1.7% (3) reported as positive and
scored -1.

There were 51 responses for a second method. 100% (51) reported it as negative and
obtained a maximum score of 2.
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SARS-CoV-2 genotyping

As from April 2025, (2025—-2026 financial year), SARS-CoV-2 genotyping will no longer be
included in the report.

This decision is based on the limited availability of SARS-CoV-2 genotyping kits on the
market and the fact that most clinical laboratories do not conduct this assay.

Reporting your results

Participants can report results for up to 2 platforms or 2 methods on the UK NEQAS EQA
portal. Scoring is based on each result that you submit. If your lab is submitting only for
platform 1 you can score a maximum of 2 for each specimen if your result is correct.

You will not be penalised if you have registered one platform and only returning one sets of
results. If you have registered 2 platforms, please return results for both.

We encourage all participants to provide as much information as possible when returning
results on their testing protocols including Ct, RLU, gene targets or any other units used to
report their results as well as inform us of any challenges they encounter when dealing with
their EQA specimens. If you have any comments or suggestions, please feel free to contact
us via email: organiser@uknegasmicro.org.uk

On submitting your results, please ensure that your result submission page looks like below

AL [T T )
United Kingdom National External Quality Assessment Schemes

o i g e Page] [ s R [Grange 5] i) 7 ]

Results Entry ficharnin: K NEQAS for Mobecular detection of SAIS-Cov-2
T pistrution: 5190( CLOSED]
Eéspatch date: 09-05-2022
Raturn results: 23-05-2023
Results shown are your last ONLINE submission and may not reflect subsequent amendments.
Il error(s) are shown then NONE of your results were accepted for this distribution.
stots: @ Last submitted on 06-05-2022 10:55:18

If you revisit your results submission page and click on any of the tabs, you will need to re-
submit your results once again even if you did not change anything.
If you see this screen you will need to re submit your results

UK NEQAS

United Kingdom National External Quality Assessment Schemes

[ HEGAS Birmiegham Ham Page] [Hasiits ks fnports] [Changs 0] [we] [FoF Wala]

Results Entry Schema: UK NEQAS for Molecular detection of SARS-Cov-2
NoEators Distribation: 5209( CLOSED)
Dispatch date: 05-06-2022
ROt results; 20-06-2022
** RESULTS WERE NOT SUBMITTED **

Results shown are your last ONLINE submission and may not reflect subsequent amendments.
If error(s) are shown then NONE of your results were accepted for this distribution.
stotus: © NOT submitted
page: [info ] [1etheds ] [Spec:vans | [Sper-sans ]| rinai page || nlank farm

Operated by UK Health Security Agency © Copyright. The data in UK NEQAS reports are confidential. Participants must
61 Colindale Avenue consult the scheme organiser before quoting data from the scheme.

Colindale UK NEQAS for Microbiology

London NW9 5EQ et PO Box 63003

s London NW9 1GH Published at 17:22 on Tuesday 24 June 2025

x
@




Molecular detection of SARS-CoV-2 Laboratory :

Distribution : 5844 Page 12 of 12

Investigating incorrect results and non-return of results

Participants who did not obtain the intended results are requested to investigate and report
the plausible root cause by completing an incident review form (IRF) online within 30 days of
this report being published. IRFs are taken into considerations when poor performance
analysis is carried out for the National Quality Assurance Advisory Panel (NQAAP).
Non-return of results is considered as poor performance.

Participants who did not return their results should also complete an IRF. IRFs are available
on the following link: https://uknegasmicro.org.uk/incident-review-form/

If you have any questions or queries, please feel free to contact us by email:
organiser@uknegasmicro.org.uk

Please use the following links for information on

Report format explained:

https://uknegasmicro.org.uk/participant-info/report-format-explained/

How to interpret your performance (cumulative score and performance rating)

https://uknegasmicro.org.uk/interpretation-of-performance-2/

Scoring

https://uknegasmicro.org.uk/participant-info/information-on-scoring/

Homogeneity

https://ukneqasmicro.org.uk/?r3d=information-of-homogeneity/

Stability

https://luknegasmicro.org.uk/?r3d=information-on-stability/

For further information about the Service including confidentiality, please refer to the
Directory and Participants Manual

https://uknegasmicro.org.uk/participant-info/directory-participants-manual

References

COVID-19 - Global Situation: https://www.who.int/emergencies/disease-outbreak-
news/item/2025-DON572

SARS-CoV-2 variants of concern as of 28 May 2025: https://www.ecdc.europa.eu/en/covid-
19/variants-concern

WHO Coronavirus Disease (COVID-19) Dashboard: https://covid19.who.int
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