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Intended Result

Specimen 5942A  Streptococcus mitis group
Specimen 5942B  Neisseria gonorrhoeae

Specimen 5942C Campylobacter coli

Your Report Your Score
Streptococcus mitis group 2
Neisseria gonorrhoeae 2
Campylobacter coli 2

Cumulative score information

Total number of specimens sent to you for UK NEQAS for General bacteriology over the last 6 distributions is 18
Specimen numbers 5863A 5863B 5863C 5892A 5892B 5892C 5907A 5907B 5923A 5923B 5923C 5942A 5942B 5942C have been analysed and scored.

Number of reports returned and scored 14
Number of specimens reported as not examined (not scored) 0
Number of specimens received too late for analysis (not scored) O

Number of specimens for which no report was received (hot scored) 0
Your cumulative score for these specimens was 28 out of a possible total of 28
The mean score calculated from the reports returned by UK laboratories was 26.72 with a standard error of 2.08.

Performance rating

Your performance rating for UK NEQAS for General bacteriology (i.e. the number of standard errors by which your cumulative score lies above or below the mean

for UK laboratories) is 0.62.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.
Performance ratings may change if other participants' results are amended.
No score penalty is incurred for non return of results. However non return of results may be used as a measure of poor performance.
The box plot displayed at the right of the Performance Rating graph represents data for the latest EQA distribution round_only.

Your performance rating over the past 12 distributions
Your current performance rating is 0.62
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Total score you achieved for each of the last 12 distributions

Your current total score is 6
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Turn around time: The time taken to report your results was 0- day(s). This information is provided for your own use and does not form part of your performance

assessment.

Report format: In the histograms on pages 2, 3 and 4, a maximum of 10 instruments/methods are displayed; these include the most commonly used methods and
the method(s) used in your laboratory indicated by an arrow(s). The figures in the histograms and those in the overall results tables may differ:
(1) due to participants using more than one instrument/method resulting in higher numbers of data sets in the histograms, or,

(2) due to exclusion of kits displayed in the histograms resulting in apparently lower numbers of data sets in the histograms.

The method category described as 'other' contains a miscellaneous assortment of method responses that were not well defined.

Acknowledgments: We thank colleagues from UK Health Security Agency (UKHSA): Antimicrobial Resistance and Healthcare Associated Infections (AMRHAI),
and Gastrointestinal Bacteria Reference Unit (GBRU) for the supply of strains and confirmatory testing.

Enquiries: For repeat specimens, please request using the web form, (https://ukneqasmicro.org.uk/participant-info/order-repeat-specimens) stating your
laboratory identification number, the distribution name and number, specimen number(s), and reason for request.
Any technical enquiries related to this distribution, please contact organiser@ukneqgasmicro.org.uk stating your laboratory identification number.

Please use the following links for information on:

1. Report format explained https://uknegasmicro.org.uk/participant-info/report-format-explained/

2. How to interpret your performance (cumulative score and performance rating) https://uknegasmicro.org.uk/interpretation-of-performance-2/
3. Scoring https://uknegasmicro.org.uk/participant-info/information-on-scoring/
4. Bacteriology and mycology specific scoring https://uknegasmicro.org.uk/participant-info/bacteriology-and-mycology-specific-scoring/
5. Homogeneity https://ukneqasmicro.org.uk/?r3d=information-of-homogeneity
6. Stability https://uknegasmicro.org.uk/?r3d=information-on-stability

For further information about the Service including confidentiality, please refer to the Directory & Participants Manual

https://uknegasmicro.org.uk/participant-info/directory-participants-m

anual/

Digital images of the results obtained in the UK NEQAS laboratory for this distribution are available on our website:

https://results.ukneqas.org.uk/scripts/scheme-select.pl

Reporting of commensal organisms should be omitted. In line with clinical practice, only pathogens should be reported, as this ensures relevance to
patient diagnosis and treatment. Commensal organisms are included to reflect a patient sample.

Please note that from April 2026, the third specimen will no longer represent a faecal specimen. Going forward, each distribution will provide a balanced
representation of clinical sites. This change has been implemented in response to feedback received through a recent questionnaire and following

consultation with the Steering Committee.

Report authorised by: Dr Jennifer Henderson, Scheme Organiser
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Referee laboratories result The one hundred laboratories achieving the highest cumulative scores in the current distribution are selected and
Specimen Fully Correct  Scored designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
5942A 96% Yes of these laboratories are not known to UK NEQAS, to the laboratories concerned or to other participants.
o Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5942B 98% Yes
fully correct results.
5942C 97% Yes

Specimen: 5942A Blood: Neutropenic patient presenting with a fever. The presence of pathogens was queried. Specimen contained Streptococcus mitis
group.

UK %) Al (%)

MicroScan WalkAway 0 (0.0 2 (04
MALDI-ToF (Chirius) 1 (0.6) 2 (0.49)
VITEK 0 (0.0 4 (0.7)
Other 0 (0.0 4 (0.7)
Molecular 1 (0.6) 6 (1.1)
Phoenix 100 0 (0.0 15 (2.6)
Conventional tests N 17 (11.0) 35 (6.2)
VITEK 2 (all models) 20 (13.0) 70 (12.3)
MALDI-ToF (bioMerieux) 38 (24.7) 162 (28.5)
MALDI-ToF (Bruker) &+ 77 (50.0) 269 (47.3)
[ I I I T 1
0 60 120 180 240 300
Number of Reports
D Unexpected pathogen D Negative result (no growth or commensals)
D Unnamed Streptococcus - Streptococcus mitis group
D Streptococcus sp. other than mitis D Streptococcus and additional unexpected pathogen
Your Report : Streptococcus mitis group Unexpected pathogens with or without
Y ) Streptococcus mitis:
our Score Abiotrophia species 1
Overall Results UK All Score Aerococcus urinae 2

Aerococcus viridans 1
Enterobacter cloacae 2

Unexpected pathogen 4 9 -1 Gemella morbillorum 1
Negative result 0 1 0 Lactococcus lactis 1
Unnamed Streptococcus 4 8 0 éeucr?nlostoc mesenterofes 1
Streptococcus mitis group 132 480 2 S:g&%gggggﬂg ﬁgg\zjglyticus 1
Incorrect Streptococcus sp. 2 17 0
Streptococcus & unexpected pathogen 0 2 -1 Incorrect species:

S. anginosus 2
Total 142 517 S. dysgalactiae 3
% Correct 93.0 92.8 S. milleri 2

S.ovis 1

S. pneumoniae 7

S. porcinus 2

Category: Core

Specimen 5942A contained Streptococcus mitis group.

A good performance with 92.8% of participants reporting a correct result.

Repeated subculture and identification of this specimen produced inconsistent species-level results within the streptococci mitis group. For the purposes of EQA
assessment, the specimen has therefore been classified as Streptococcus mitis group. Species-level differentiation within this group is recognised to be challenging
using routine laboratory methods. Participants reporting species within this group have therefore been awarded full points.

Participants may find the UK Standards for Microbiology Investigations (SMIs) website a useful tool in addition to their local testing protocols:
https://www.rcpath.org/profession/publications/standards-for-microbiology-investigations.html.

Operated by UK Health Security Agency © Copyright. The data in UK NEQAS reports are confidential. Participants must
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Referee laboratories result The one hundred laboratories achieving the highest cumulative scores in the current distribution are selected and
Speci Fully C t  Scored designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
582;218” ggo/z orrec Yggre of these laboratories are not known to UK NEQAS, to the laboratories concerned or to other participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5942B 98% Yes
fully correct results.
5942C 97% Yes

Specimen: 5942B urethral swab: Discharge following recent change in sexual partners. The presence of pathogens was queried. Specimen contained
Neisseria gonorrhoeae.

UK (%) Al (%)

Other

Molecular

VITEK 2 (all models)
Conventional tests
MALDI-ToF (bioMerieux)

(29) 17 (2.9
(41) 26 (4.5)
10 (5.9) 44 (7.6)
41 (24.1) 74 (12.7)
33 (19.4) 150 (25.8)

MicroScan WalkAway 0 (0.0 1 (0.2
VITEK 0 (0.0 2 (0.3)
MALDI-ToF (Chirius) 1 (0.6) 2 (0.3)
Phoenix 100 0 (0.0 3 (0.5)

5

7

MALDI-ToF (Bruker) &+ 73 (42.9) 262 (45.1)
[ I I I T 1
0 60 120 180 240 300
Number of Reports
D Unexpected pathogen D Negative result (no growth or commensals)
D Unnamed Neisseria - Neisseria gonorrhoeae
D Neisseria sp. other than gonorrhoeae D Neisseria and additional unexpected pathogen
Your Report : Neisseria gonorrhoeae Unexpected pathogens:
Your Score : 2 Enterobacter cloacae 1

Staphylococcus aureus 2

Overall Results UK All Score Streptococcus mitis 1

Incorrect species:

Unexpected pathogen 4 -1 N. meningitidis 1

0
Negative result 3 17 0
Unnamed Neisseria 1 2 0
Neisseria gonorrhoeae 136 486 2
Incorrect Neisseria sp. 0 1 0
Neisseria & unexpected pathogen 0 0 -1
Total 140 510
% Correct 97.1 95.3

Category: Core
Specimen 5942B contained Neisseria gonorrhoeae.
A very good performance with 95.3% of participants reporting a correct result.

Participants may find the UK Standards for Microbiology Investigations (SMIs) website a useful tool in addition to their local testing protocols:
https://www.rcpath.org/profession/publications/standards-for-microbiology-investigations.html.

Operated by UK Health Security Agency © Copyright. The data in UK NEQAS reports are confidential. Participants must
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Dispatch Date : 05-Jan-2026
Referee laboratories result The one hundred laboratories achieving the highest cumulative scores in the current distribution are selected and
i designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
nggyen ggtl)l/i/ Correct $ggred of these laboratories are not known to UK NEQAS, to the laboratories concerned or to other participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5942B 98% Yes fully correct results.
5942C 97% Yes

Specimen: 5942C Faeces: Unsettled stomach for 2 weeks after returning from Japan. The presence of intestinal pathogens was queried. Specimen
contained Campylobacter coli, Citrobacter freundii and Klebsiella pneumoniae.

UK (%) Al (%)

VITEK 0 (0.0 2 (0.3)
MALDI-ToF (Chirius) 1 (0.6) 2 (0.3)
Phoenix 100 0 (0.0 3 (0.5)
Other 0 (0.0 13 (2.2)
VITEK 2 (all models) 1 (0.6) 28 (4.7)
Conventional tests 4 42 (26.4) 80 (13.5)
MALDI-ToF (bioMerieux) 22 (13.8) 121 (20.4)
Molecular 38 (23.9) 139 (23.4)
MALDI-ToF (Bruker) <+ 55 (34.6) 205 (34.6)
[ T T T T |
0 50 100 150 200 250
Number of Reports
D Unexpected pathogen D Negative result (no growth or commensals)
D Unnamed Campylobacter - Campylobacter coli
D Campylobacter other than coli D Campylobacter and additional unexpected pathogen
Your Report : Campylobacter coli Unexpected pathogens:
Your Score : 2 Aeromonas hydrophila 1
' Enterobacter cloacae 1
Overall Results UK All Score Salmonella species 1
Unexpected pathogen 0 3 -1
Negative result 9 29 0
Unnamed Campylobacter 49 116 2
Campylobacter coli 80 352 2
Incorrect Campylobacter sp. 0 0 0
Campylobacter & unexpected pathogen 0 0 -1
Total 138 500
% Correct 93.5 93.6

Category: Core
Specimen 5942C contained Campylobacter coli.
A good performance with 93.6% of participants reporting a correct result.

Participants may find the UK Standards for Microbiology Investigations (SMIs) website a useful tool in addition to their local testing protocols:
https://www.rcpath.org/profession/publications/standards-for-microbiology-investigations.html.

Operated by UK Health Security Agency © Copyright. The data in UK NEQAS reports are confidential. Participants must
61 Colindale Avenue consult the scheme organiser before quoting data from the scheme.
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