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Intended Result Your Report Your Score
Specimen 6004A VZV DNA positive VZV DNA positive 2
Specimen 6004B  HSV-1 DNA positive HSV-1 DNA positive 2
Specimen 6004C  No virus detected No virus detected 2
Specimen 6004D HSV-2 DNA positive HSV-2 DNA positive 2
Specimen 6004E  Enterovirus RNA positive Enterovirus RNA positive 2
Specimen 6004F VZV DNA positive VZV DNA positive 2

Cumulative score information

Total number of specimens sent to you for UK NEQAS for Viruses in CSF (molecular) over the last 2 distributions is 12

For these distributions specimen numbers 5871A 5871B 5871C 5871D 5871E 5871F 6004A 6004B 6004C 6004D 6004E 6004F have been analysed and scored.
Number of reports analysed 12

Number of specimens reported as not examined (not scored) 0

Number of specimens received too late for analysis (not scored) O

Number of specimens for which no report was received (hot scored) 0

Your cumulative score for these specimens was 24 out of a possible total of 24

The mean score calculated from the reports returned by UK laboratories was 23.83 (with a standard error of 1.20)

Performance rating

Your performance rating for UK NEQAS for Viruses in CSF (molecular) (i.e. the number of standard errors by which your cumulative score lies above or below the
mean) for UK laboratories is 0.14.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.

Please note your performance rating may alter if other participants' results are amended.

No score penalty is incurred for non return of reports. However non return of results may be used as a measure of poor performance.

The box plot displayed at the right of the Performance Rating graph represents data for the latest EQA distribution round_only.

Your performance rating over the past 12 distributions Total score you achieved for each of the last 12 distributions

44 Your current performance rating is 0.14 16 — Your current total score is 12
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Comments: A total of 119 sets of specimens were distributed with 106 participants returning results.

In the histograms on page 2 and subsequent pages a maximum of 12 methods are displayed: these include the most commonly used methods and the method used
in your laboratory indicated by an arrow. The figures in the histograms and those in the overall results tables may differ due to exclusion of methods displayed in the
histograms resulting in apparently lower numbers of data sets in the histograms.

Specimen 6004A: VZV DNA positive, reported correctly by 99.0% of participants.

Specimen 6004B: HSV-1 DNA positive, reported correctly by 98.1% of participants.

Specimen 6004C: A negative specimen, reported correctly by 100% of participants.

Specimen 6004D: HSV-2 DNA positive, reported correctly by 98.0% of participants.

Specimen 6004E: Enterovirus RNA (Echovirus) positive, reported correctly by 94.0% of participants.
Specimen 6004F: VZV DNA positive, reported correctly by 98.0% of participants.

Please see comments pages 4-7 for more information on this distribution.

If your laboratory does not test for any of the pathogens included in this EQA scheme please state so in the comments section during results entry to
avoid penalisation.

Turn around time: The time taken to report your results was 0-days. This information is provided for your own use and does not form part of your performance
assessment.

Enquiries: Pre-distribution test results are available should you experience a technical failure and wish to discuss the results. Written enquiries about this distribution
should be addressed to Dr Sanjiv Rughooputh at organiser@ukneqasmicro.org.uk. For repeat specimens in case of an EQA failure investigation, please request
using the web form at https://uknegasmicro.org.uk/participant-info/order-repeat-specimens/.

Acknowledgements: We would like to thank colleagues at University Hospital Southampton and UKHSA Manchester for their kind assistance with pre-distribution
testing.

Report authorised by: Dr Sanjiv Rughooputh, Scheme Organiser.
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Six specimens of simulated CSF were dispatched with a request for the detection of HSV-1 DNA, HSV-2 DNA, VZV DNA and Enterovirus RNA. Specimens 6004A
and 6004F, positive for VZV, were dilutions of 2340x and 180x, respectively, from the source material. Specimens 6004B and 6004D were positive for HSV and
were diluted 1118x and 140x, respectively. Specimen 6004B was typed as HSV-1. Specimen 6004D was typed as HSV-2. Specimen 6004E was positive for
Enterovirus RNA (Echovirus 11) and was a dilution of 77.5x from the source material. Specimen 6004C was negative, consisting of the freeze-drying matrix and
Hep-2 cells only.

Specimen: 6004A vzv DNA positive

Your Report : VZV DNA positive

UK (%) Al (%)
Your Score : 2

Altona: RealStar ol 4 (11.1) 6 (5.9
GeneProof: Real-Time | | 0 (0.0 2 (2.0)  Overall Results UK Al Score
Real-Time Multiplex | | 0 (0.0 2 (2.0
_ In house 1 (28) 2 (2.0)  No virus detected 0 1 -1
Qiagen: QlAstat-Dx 3 (8.3) 3 (3.0) vzvDNA 36 102 2
Qiagen: Artus 1 (2.8) 3 (3.0
Argene 1 (28 3 30 Total 3 103
Allplex MeningitisV1 0 (0.0 7 (6.9 9 Correct 100 99.0
Real-Time Single target 5 (13.9) 8 (7.9
ELITech: ELITe InGenius | 4 (11.1) 11 (10.9)
ELITech: ELITe MGB 3 (8.3 18 (17.8)
bioMerieux: FilmArray | 8 (22.2) 26 (25.7)
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Number of Reports

I:, No virus detected D HSV DNA D HSV-1 DNA - HSV-2 DNA D VZV DNA D Enterovirus RNA . Additional virus - Incorrect named virus

Specimen: 6004B Hsv-1 DNA positive
Your Report : HSV-1 DNA positive

UK (%) Al (%) v S )
our Score :
Altona: RealStar + 3 (8.3) 5 (4.9)
GeneProof: Real-Time || 0 (0.0 2 (1.9)  oOverall Results UK Al Score
In house 1 (2.8) 2 (1.9
Qiagen: QIAstat-Dx 3 (8.3) 3 (29 HsVDNA 0 1 1
Qiagen: Artus 1 (28) 3 (29) Hsv-1DNA 36 102 2
Argene 1 (2.8) 3 (2.9)  Additional virus 0 1 -1
Real-Time Single target 3 (83 4 (3.9)
Real-Time Multiplex 1 (2.8) 5 (49) Total 36 104
Allplex MeningitisV1 0 (0.0 7 (6.8) 9 Correct 100 98.1
ELITech: ELITe InGenius 3 (8.3) 10 (9.7)
ELITech: ELITe MGB 4 (11.1) 19 (18.4)
bioMerieux: FilmArray | 8 (22.2) 27 (26.2)
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Number of Reports

I:, No virus detected D HSV DNA D HSV-1 DNA - HSV-2 DNA D VZV DNA D Enterovirus RNA . Additional virus - Incorrect named virus

Specimen: 6004C No virus detected

UK (%) Al (%) Your Report : No virus detected
Your Score : 2

Altona: RealStar 4 9 (8.4) 15 (5.0)
In house 3 (2.8) 6 (20)  Overall Results UK  All Score
Qiagen: Artus 2 (1.9 7 (2.3)
Allplex MeningitisV2 0 (0.0) 8 (2.7)  No virus detected 37 104 2
Argene 3 (2.8) 8 (2.7)
Qiagen: QlAstat-Dx 9 (8.4 9 (3.0) Total 37 104
Real-Time Multiplex 3 (2.8) 10 (3.3) 9 Correct 100 100
Allplex MeningitisV1 0 (0.0 14 (4.7)
Real-Time Single target 10 (9.3) 17 (5.7)
ELITech: ELITe InGenius 10 (9.3) 29 (9.7)
ELITech: ELITe MGB 11 (10.3) 56 (18.7)
bioMerieux: FilmArray | 24 (22.4) 78 (26.0)
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Six specimens of simulated CSF were dispatched with a request for the detection of HSV-1 DNA, HSV-2 DNA, VZV DNA and Enterovirus RNA. Specimens 6004A
and 6004F, positive for VZV, were dilutions of 2340x and 180x, respectively, from the source material. Specimens 6004B and 6004D were positive for HSV and
were diluted 1118x and 140x, respectively. Specimen 6004B was typed as HSV-1. Specimen 6004D was typed as HSV-2. Specimen 6004E was positive for
Enterovirﬁs RI\IIA (Echovirus 11) and was a dilution of 77.5x from the source material. Specimen 6004C was negative, consisting of the freeze-drying matrix and
Hep-2 cells only.

Specimen: 6004D Hsv-2 DNA positive

UK (%) Al (%) Your Report : HSV-2 DNA positive
Your Score : 2
Altona: RealStar 3 (8.3) 5 (5.0
GeneProof: Real-Time 0 (0.0 2 (20)  Overall Results UK Al Score
In house 1 (2.8) 2 (2.0
Qiagen: QlAstat-Dx 3 (8.3 3 (3.0) HsvDNA 0 1 1
Qiagen: Artus 1 (28) 3 (30) Hsv-2DNA 36 100 2
Argene 1 (2.8) 3 (3.0)  Additional virus 0 1 -1
Real-Time Single target 3 (8.3) 4 (4.0
Real-Time Multiplex 1 (2.8) 5 (5.0) Total 36 102
Allplex MeningitisV1 0 (0.0) 7 (6.9) 9% Correct 100 98.0
ELITech: ELITe InGenius 3 (8.3) 10 (9.9

ELITech: ELITe MGB
bioMerieux: FilmArray

4 (11.1) 19 (18.8)
8 (22.2) 25 (24.8)
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Number of Reports

I:, No virus detected D HSV DNA D HSV-1 DNA - HSV-2 DNA D VZV DNA D Enterovirus RNA . Additional virus - Incorrect named virus

Specimen: 6004E Enterovirus RNA positive (Echovirus)

UK (%) Al (%) Your Report : Enterovirus RNA positive
Your Score : 2
Altona: RealStar - 2 (5.7 4 (41
GeneProof: Real-Time | | 0 (0.0 2 (21)  Overall Results UK Al Score
PCR: Single target | | 1 (29 2 (21)
Inhouse | | 1 (29 2 (21)  No virus detected 0 4 -1
Argene 1 (29 2 (2.1)  Enterovirus RNA 3 94 2
Qiagen: QlAstat-Dx 3 (8.6) 3 (3.1)  Additional virus 2 2 -1
Real-Time Multiplex 2 (5.7 3 (3.1)
Real-Time Single target 2 (5.7 5 (52) Total 35 100
ELITech: ELITe InGenius 3 (8.6) 8 (8.2) o Correct 94.3 94.0
Allplex MeningitisV2 0 (0.0 8 (8.2)
ELITech: ELITe MGB 4 (11.4) 19 (19.6)
bioMerieux: FilmArray (I [ 8(229) 26 (26.8)

[ I I I I 1
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Number of Reports

I:, No virus detected D HSV DNA D HSV-1 DNA - HSV-2 DNA D VZV DNA D Enterovirus RNA . Additional virus - Incorrect named virus

Specimen: 6004F vzv DNA positive

Your Report : VZV DNA positive

UK (%) Al (%)
Your Score : 2

Altona: RealStar . & 4 (11.1) 6 (6.0)
GeneProof: Real-Time | | 0 (0.0 2 (20)  Overall Results UK  All Score
Real-Time Multiplex | | 0 (0.0) 2 (2.0
In house 1 (28) 2 (20)  No virus detected 0 1 -1
Qiagen: QlAstat-Dx 3 (8.3) 3 (3.0) vzvDNA 36 100 2
Qiagen: Artus 1 (2.8) 3 (3.0)  Additional virus 0 1 -1
Argene 1 (2.8) 3 (3.0
Allplex MeningitisV1 0 (0.0) 7 (7.0)  Total 36 102
Real-Time Single target 5 (13.9) 8 (8.0) 9 Correct 100 98.0
ELITech: ELITe InGenius | 4(11.1) 11 (11.0)
ELITech: ELITe MGB 3 (83) 18 (18.0)
bioMerieux: FilmArray | 8 (22.2) 25 (25.0)
M T T T T ]
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Number of Reports

I:, No virus detected D HSV DNA D HSV-1 DNA - HSV-2 DNA D VZV DNA D Enterovirus RNA . Additional virus - Incorrect named virus
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Comments on distribution 6004

The overall performance in this distribution was very good with 97.9% of participants
reporting the intended results. This is a decline of 0.9% on distribution 5871, where 98.8% of
participants reported the intended results.

One hundred and nineteen sets of specimens were dispatched with 106 participants
returning results, representing a return rate of 89.1%; a decline of 5.7% to previous
distribution 5871, where the return rate was 94.8%.

Specimen 6004E: Enterovirus Echovirus 11.

Enteroviruses comprise a diverse group of viruses associated with a broad spectrum of
infectious diseases and are responsible for seasonal epidemics worldwide. In most cases,
infection is mild or asymptomatic; however, neonates represent a particularly vulnerable
population in whom disease may be more severe and associated with higher morbidity and
mortality compared with older children and adults.

Transmission occurs via multiple routes, particularly in the neonatal period, including
intrapartum exposure to maternal blood, genital secretions and/or faecal material, as well as
postnatal transmission through close contact with infected caregivers. Overall, enteroviruses
are primarily transmitted via faecal-oral and respiratory routes.

Echoviruses are small, non-enveloped viruses approximately 30 nm in diameter, with a
single-stranded positive-sense RNA genome. There are 28 recognised serotypes of human
echoviruses, all classified within the species Enterovirus B of the family Picornaviridae.
These viruses lack a lipid envelope, which results in relatively high resistance to
environmental factors and alcohol. Echovirus 11 (E-11), a member of Enterovirus B, is
among the most frequently detected enteroviruses in both clinical and environmental settings
globally.

Although E-11 infection is often asymptomatic or associated with mild illness, it has
increasingly been recognised as a cause of severe disease, including outbreaks
characterised by significant morbidity and mortality.

Similar to other enteroviruses, E-11 is associated with a wide clinical spectrum, ranging from
non-specific febrile illness and rash to more severe systemic manifestations. These include
aseptic meningitis, encephalitis, acute flaccid paralysis, upper respiratory tract infections,
hand, foot and mouth disease, acute gastroenteritis, myocarditis and uveitis.

In neonates, E-11 infection is particularly associated with fulminant hepatitis, a characteristic
and often severe presentation. Clinical features may include irritability, poor feeding,
vomiting, jaundice, hepatomegaly, growth restriction, metabolic derangements (including
hypoglycaemia and metabolic acidosis), ascites, peripheral oedema, and coagulopathy with
bleeding diathesis. Severe neonatal E-11 infection may result in disseminated disease, most
notably acute hepatitis with coagulopathy, which represents one of the most life-threatening
complications.
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Reported modes of transmission in heonatal cases include vertical transmission, either
transplacental during pregnancy or intrapartum during delivery. There is evidence that the
virus can cross the placenta, potentially leading to foetal infection, cardiac involvement, and
intrauterine death, thereby complicating prevention and control measures.

Postnatal transmission is also well documented and may occur through close human-to-
human contact, including spread within households, nurseries and neonatal intensive care
units via caregivers and healthcare workers. Transmission through breastfeeding has also
been suggested. Several outbreaks of E-11 infection in neonatal settings, including
healthcare-associated clusters, have been reported, often occurring in the context of
increased community circulation. Additionally, individuals with primary immunodeficiency are
at risk of persistent or chronic E-11 infection.

Overall, E-11 represents an important pathogen in neonatal populations, with the potential to
cause severe and sometimes fatal disease, underscoring the need for heightened clinical
awareness and robust infection prevention and control measures.

A retrospective surveillance study conducted between 2015 and 2017 across EU/EEA
Member States investigated the seasonality, clinical presentation, age distribution, and
genotype distribution of enteroviruses. The study highlighted the widespread circulation of
non-polio enteroviruses in Europe, predominantly affecting young children, with E-11
identified among the five most commonly reported types in infants aged under three months.
Previously reported neonatal cases have shown that E-11 infection is more frequently
associated with severe outcomes, including death, compared with other enterovirus types in
this age group.

Between 2022 and June 2023, several countries in the European Region, including Croatia,
France, Italy, Spain, Sweden and the United Kingdom, reported an increase in enterovirus
detections, particularly E-11, with a high case fatality rate among affected neonates. In
contrast, in many parts of Africa, particularly West Africa, where diagnostic capacity and
surveillance systems are more limited, only sporadic cases have been reported.

According to the World Health Organization, the overall public health risk to the general
population is currently considered low. However, asymptomatic infection and prolonged viral
shedding are well-recognised features of enterovirus transmission, which may contribute to
ongoing circulation and challenges in infection control.

The scope of this EQA is to enable participating laboratories to report on the presence or
absence of nucleic acid of the following viral pathogens:

HSV-1 DNA, HSV-2 DNA, VZV DNA and Enteroviruses RNA

Please visit the link below for more details:
https://uknegasmicro.org.uk/images/pdf/Flyers/HG.pdf
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If you do not test any particular viral pathogen outlined or your kit is limited to only some of
them, you may be missing some positive specimens. It is therefore advisable to inform us in
advance of the protocol in use in your laboratory and consider any negative result carefully
prior to submission of your results.

Investigating incorrect results and non-return of results

Participants who did not obtain the intended results for scored specimens are requested to
investigate and report the plausible root cause by completing an incident review form (IRF)
online within 30 days of this report being published. IRFs are taken into considerations when
poor performance analysis is carried out.

Non-return of results is considered as poor performance.

Participants who did not return their results should also complete an IRF. IRFs are available
on the following link: https://uknegasmicro.org.uk/incident-review-form/

If you have any questions or queries, please feel free to contact us by email:
organiser@uknegasmicro.org.uk

Please use the following links for information on

Report format explained:

https://ukneqasmicro.org.uk/participant-info/report-format-explained/

How to interpret your performance (cumulative score and performance rating)

https://uknegasmicro.org.uk/interpretation-of-performance-2/

Scoring

https://uknegasmicro.org.uk/participant-info/information-on-scoring/

Homogeneity

https://ukneqasmicro.org.uk/?r3d=information-of-homogeneity/

Stability

https://luknegasmicro.org.uk/?r3d=information-on-stability/

For further information about the Service including confidentiality, please refer to the
Directory and Participants Manual

https://uknegasmicro.org.uk/participant-info/directory-participants-manual
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