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Intended Result Your Report Your Score
Specimen 5898A  Trichophyton rubrum Trichophyton rubrum 2
Specimen 5898B  Epidermophyton floccosum Epidermophyton floccosum 2
Specimen 5898C Cunninghamella species Cunninghamella species 2
Specimen 5898D  Aspergillus nidulans species complex Aspergillus nidulans species complex 2

Turn around time: The time taken to report your results was 0 days. This information is provided for your own use and does not form part of your performance
assessment.

Categorisation for these specimens:
Specimen 5898A: Core

Specimen 5898B: Core

Specimen 5898C: Genus only
Specimen 5898D: Advanced

Specimen 5898A: This specimen contained Trichophyton rubrum. Some 71.6% (247/345) of participants reporting a correct result.
Specimen 5898B: This specimen contained Epidermophyton floccosum. A good performance with 90.1% (318/353) of participants reporting a correct result.
Specimen 5898C: This specimen contained Cunninghamella species complex. A good performance with 90% (323/359) of participants reporting a correct result.

Specimen 5898D: This specimen contained Aspergillus nidulans species complex. A satisfactory performance with 87.2% (312/358) of participants reporting a
correct result.

Acknowledgements:

Expert comments by Professor A. Borman can be found on the final pages of this report.

We thank colleagues in UK Health Security Agency (UKHSA) Mycology Reference Laboratory, Bristol for the supply of strains and provision of confirmatory testing.
Digital images of the results obtained in the Mycology Reference Laboratory with this distribution are available on our website: www.uknegasmicro.org.uk

Enquiries:

Any technical enquiries related to this distribution, please contact organiser@ukneqasmicro.org.uk stating your laboratory identification number.

For repeat specimens, please request using the web form (https://uknegasmicro.org.uk/participant-info/order-repeat-specimens) stating your laboratory
identification number, the distribution name and number, specimen number(s), and reason for request.

Please use the following links for information on:

1. Report format explained https://uknegasmicro.org.uk/participant-info/report-format-explained/

2. How to interpret your performance (cumulative score and performance rating) https://ukneqasmicro.org.uk/interpretation-of-performance-2/
3. Scoring https://uknegasmicro.org.uk/participant-info/information-on-scoring/

4. Bacteriology and mycology specific scoring https://ukneqasmicro.org.uk/participant-info/bacteriology-and-mycology-specific-scoring/

5. Homogeneity https://uknegasmicro.org.uk/?r3d=information-of-homogeneity

6. Stability https://uknegasmicro.org.uk/?r3d=information-on-stability

For further information about the Service including confidentiality, please refer to the Directory & Participants Manual
https://uknegasmicro.org.uk/participant-info/directory-participants-manual/

Report authorised by: Dr Jennifer Henderson, Scheme Organiser
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Cumulative score information

Total number of specimens sent to you for UK NEQAS for Mycology over the last 3 distributions is 12
For these distributions specimen numbers 8944 8945 8946 8947 5837A 5837C 5837D 5898A 5898B 5898C 5898D have been analysed and scored.

Number of reports analysed 11

Number of specimens reported as not examined (not scored) 0

Number of specimens received too late for analysis (not scored) 0

Number of specimens for which no report was received (not scored) 0

Your cumulative score for these specimens was 22 out of a possible total of 22

The mean score calculated from the reports returned by UK laboratories was 19.09 with a standard error of 2.41.

Performance rating

Your performance rating for UK NEQAS for Mycology (i.e. the number of standard errors by which your cumulative score lies above or below the mean for UK
laboratories) is 1.21.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.

Performance ratings may change if other participants' results are amended.

No score penalty is incurred for non return of reports. However non return of results may be used as a measure of poor performance.
The box plot displayed at the right of the Performance Rating graph represents data for the latest EQA distribution round_only.

Your performance rating over the past 12 distributions Total score you achieved for the last 12 distributions
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Dispatch Date : 22-Sep-2025
Referee laboratories result The fifty laboratories achieving the highest cumulative scores in the current distribution are selected and
i designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
Sggecxnen g;l,l/z Correct $ggred of these laboratories are not known to UK NEQAS, to the laboratories concerned or to the participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5898B 94% Yes fully correct results.
5898C 96% Yes
5898D 100% Yes

Specimen: 5898A skin scrapings: 45-year-old male with pruritic rash on his thigh. The identity of the organism was queried. Specimen contained
Trichophyton rubrum.

O UK%) O All(%) Score Incorrect genus:
Aspergillus spp. 3

Negative result ;H:I 20 (20.4) 31 (9.0) O Chrysosporium sp. 1
; Cladosporium sp. 1
Unnamed Trichophyton sp. 13 (13.3) 23 6.7) 1 Cunninghamellaf)bertholletiae 1
Trichophyton rubrum | | & 48 (49.0) 247(71.6) 2 Epidermophyton floccosum 2
Incorrect Trichophyton sp. 11 (11.2) 31 (9.0 © Fusarium sp. 1
Fungus other than Trichophyton 6 (6.1) 13 (38) O Malassezia furfur 1

Microsporum persicolor 1
“on = Rhizopus sp. 1
98 345 Trichosporon sp. 1

[ T T T T |
0 50 100 150 200 250
Number of Reports .

Incorrect species:
T. benhamiae 1

. interdigitale 2

T. mentagrophytes 1

T. soudanense 2

T. tonsurans 12

T

T

—

. verrucosum 3
. violaceum 10

Specimen: 5898A skin scrapings: 45-year-old male with pruritic rash on his thigh. The identity of the organism was queried. Specimen contained
Trichophyton rubrum.

UK (%) Al (%)

sae [ T ]« 14 (10.9) 109 (23.9)

Czapek Dox Agar 0 (0.0) 1 (0.2)
Unspecified 0 (0.0) 1 (0.2)

Cornmeal Agar 0 (0.0) 2 (0.4)
Yeast + Mould Agar 0 (0.0) 4 (0.9
Mycosel Agar 0 (0.0) 9 (2.0
Potato Dextrose Agar 0 (0.0) 12 (2.6)
Malt Extract Agar 2 (1.6) 13 (2.9)
Other 10 (7.8) 36 (7.9)
Dermatophyte Test Medium 10 (7.8) 58 (12.7)
SAB+CHL+CHX 34 (26.6) 68 (14.9)
SAB+CHL 58 (45.3) 143 (31.4)
f T T T T 1
0 30 60 90 120 150
Number of Reports
I:’ Negative I:’ Unnamed fungus D Unnamed Trichophyton sp.
Trichophyton rubrum I:, Trichophyton other than rubrum D Fungus other than Trichophyton
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The fifty laboratories achieving the highest cumulative scores in the current distribution are selected and
designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
of these laboratories are not known to UK NEQAS, to the laboratories concerned or to the participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
fully correct results.

Specimen: 5898A skin scrapings: 45-year-old male with pruritic rash on his thigh. The identity of the organism was queried. Specimen contained

Trichophyton rubrum.

UK (%) Al (%)
Phenotypic [ ] [T [ ]« 56(78.9) 177 (48.4)
Microarray 0 (0.0 1 (0.3)
Unspecified 0 (0.0 1 (0.3)
Sequencing - WGS 0 (0.0 3 (0.8)
16S rRNA sequencing 0 (0.0) 4 (1.1)
Real-time multiplex 0 (0.0) 8 (2.2)
18S rRNA sequencing 4 (5.6) 10 (2.7)
ITS rRNA sequencing 0 (0.0 15 (4.1)
MALDI-ToF 11 (15.5) 147 (40.2)
[ T T T T 1
40 80 120 160 200

Number of Reports

D Negative I:l
- Trichophyton rubrum I:l

Unnamed fungus

Trichophyton other than rubrum

O
O

Unnamed Trichophyton sp.
Fungus other than Trichophyton
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Referee laboratories result The fifty laboratories achieving the highest cumulative scores in the current distribution are selected and
i designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
SggBCTen g;l,l/z Correct $ggred of these laboratories are not known to UK NEQAS, to the laboratories concerned or to the participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5898B 94% Yes fully correct results.
5898C 96% Yes
5898D 100% Yes

Specimen: 5898B Fingernail clippings: 56-year-old female with chronic tinea unguium. The identity of the organism was queried. Specimen contained
Epidermophyton floccosum.

O UK®%) O Al(%) Score Incorrect genus:
Cunninghamella sp. 1

Negative result 0 (0.0) 2 (06) 0 Fusarium sp. 1
Epidermophyton floccosum | | ¢ 78 (76.5)  318(90.1) 2 E:gﬂgg%tgp‘ Tsf'g'riStfe 23
Fungus other than Epidermophyton i | 24 (23.5) 33 (93 0 Trichophyton interdigitale 1

Trichophyton mentagrophytes 3

[ [ [ [ [ | T A
0 80 160 240 320 400 102

Number of Reports

353

Specimen: 5898B Fingernail clippings: 56-year-old female with chronic tinea unguium. The identity of the organism was queried. Specimen contained
Epidermophyton floccosum.

UK (%) Al (%)

SAB N 15 (11.3) 112 (23.9)
Czapek Dox Agar 0 (0.0 1 (0.2)
Unspecified 0 (0.0 1 (0.2)
Cornmeal Agar 0 (0.0 2 (0.49)
Yeast + Mould Agar 0 (0.0 4 (0.9)
Mycosel Agar 0 (0.0 9 (1.9
Potato Dextrose Agar 0 (0.0 13 (2.8)
Malt Extract Agar 2 (1.5 13 (2.8)
Other 10 (7.5) 36 (7.7)
Dermatophyte Test Medium 10 (7.5) 60 (12.8)
SAB+CHL+CHX 35 (26.3) 70 (14.9)
SAB+CHL 61 (45.9) 148 (31.6)
[ ! ! ! ! 1
0 30 60 90 120 150
Number of Reports
I:, Negative I:, Unnamed fungus D Unnamed Epidermophyton sp.
. Epidermophyton floccosum I:, Epidermophyton other than floccosum D Fungus other than Epidermophyton

Specimen: 5898B Fingernail clippings: 56-year-old female with chronic tinea unguium. The identity of the organism was queried. Specimen contained
Epidermophyton floccosum.

UK (%) Al (%)

Phenotypic [ ] 56 (78.9) 180 (48.5)
Microarray 0 (0.0 1 (0.3)
Unspecified 0 (0.0 1 (0.3)
Sequencing - WGS 0 (0.0 3 (0.8)
16S rRNA sequencing 0 (0.0) 4 (1.1)
Real-time multiplex 0 (0.0) 8 (2.2)

4

0

1

18S rRNA sequencing (5.6) 10 (2.7)
ITS rRNA sequencing (0.0) 15 (4.0)

MALDI-ToF 11 (15.5) 149 (40.2)
[ I I I I 1
0 40 80 120 160 200
Number of Reports
D Negative D Unnamed fungus D Unnamed Epidermophyton sp.
- Epidermophyton floccosum D Epidermophyton other than floccosum D Fungus other than Epidermophyton
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Referee laboratories result The fifty laboratories achieving the highest cumulative scores in the current distribution are selected and
i designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
SggBCTen g;l,l/z Correct $ggred of these laboratories are not known to UK NEQAS, to the laboratories concerned or to the participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5898B 94% Yes fully correct results.
5898C 96% Yes
5898D 100% Yes

Specimen: 5898C skin biopsy from wound: 36-year-old male with necrotising skin lesion post road traffic accident. The identity of the organism was queried.
Specimen contained Cunninghamella species.

O UK%) O All(%) Score Incorrect genus:
Aspergillus spp. 8

Fungus other than Cunninghamella 1 (0.9) 12 33) 0 ’I;/ilﬁfé?resimia gorymbifera 4
Cunninghamella species A 96 (90.6) 323(90.0) 2 Paecilorﬁ;ec':es variotii 1
Mucoraceous mould [f | 9 (85) 24 6.7) 1 Penicillium sp. 1

Rhizomucor spp. 3

T T T | oA Y=y i
0 80 160 240 320 400 106 359 SQ'eZd%F;‘;i,ﬁﬁ?ﬁ ég 1
Number of Reports Sporothrix schenckii 1

Specimen: 5898C skin biopsy from wound: 36-year-old male with necrotising skin lesion post road traffic accident. The identity of the organism was queried.
Specimen contained Cunninghamella species.

UK (%) Al (%)

SAB ¢+ 16 (11.7) 112 (23.6)
Czapek Dox Agar 0 (0.0 1 (0.2)
Unspecified 0 (0.0 1 (0.2)
Cornmeal Agar 0 (0.0 2 (0.49)
Yeast + Mould Agar 0 (0.0 4 (0.8)
Mycosel Agar 0 (0.0 9 (1.9
Potato Dextrose Agar 0 (0.0 13 (2.7)
Malt Extract Agar 2 (1.5 13 (2.7)
Other 10 (7.3) 37 (7.8)
Dermatophyte Test Medium 10 (7.3) 59 (12.4)
SAB+CHL+CHX 37 (27.0) 72 (15.2)
SAB+CHL 62 (45.3) 152 (32.0)
[ T T T T 1
0 40 80 120 160 200
Number of Reports
I:, Negative I:, Unnamed fungus D Fungus other than Cunninghamella
. Cunninghamella species I:, Unnamed Cunninghamella D Mucoraceous mould

Specimen: 5898C skin biopsy from wound: 36-year-old male with necrotising skin lesion post road traffic accident. The identity of the organism was queried.
Specimen contained Cunninghamella species.

UK (%) Al (%)

Phenotypic 4 58 (79.5) 180 (48.0)
Microarray 0 (0.0 1 (0.3)
Unspecified (0.0) 1 (0.3)

Sequencing - WGS
16S rRNA sequencing
Real-time multiplex
18S rRNA sequencing
ITS rRNA sequencing

0
0 (00) 3 (0.8
0 (0.0) 4 (11)
0 (00) 7 (1.9
4 (55) 11 (2.9)
0 (0.0) 16 (4.3)
1

MALDI-ToF 11 (15.1) 152 (40.5)
[ I I I I 1
40 80 120 160 200
Number of Reports
D Negative D Unnamed fungus D Fungus other than Cunninghamella
- Cunninghamella species D Unnamed Cunninghamella D Mucoraceous mould
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Referee laboratories result The fifty laboratories achieving the highest cumulative scores in the current distribution are selected and
i designated referee laboratories. The process is anonymous, selection is made by the computer and the identities
SggBCTen g;l,l/z Correct $ggred of these laboratories are not known to UK NEQAS, to the laboratories concerned or to the participants.
Participants' results will only be scored if 80% or more of the referee laboratories examining the specimen achieve
5898B 94% Yes fully correct results.
5898C 96% Yes
5898D 100% Yes

Specimen: 5898D Bronchial biopsy: 35-year-old female post lung transplantation. The identity of the organism was queried. Specimen contained Aspergillus
nidulans species complex.

O UK®%) O Al(%) Score Incorrect genus: .
Cunninghamella bertholletiae 2

Negative result 0 (0.0) 103 0 Mucorsp.1
~ Unnamed Aspergillus sp. [] 1 (10) 1234 2 paneiiomen oot
Aspergillus nidulans species complex [ | ¢ 77 (748)  300(83.8) 2 Trichophyton rubrum 1
Incorrect Aspergillus sp. 25 (24.3) 39(10.9) 1 Incorrect species:
Fungus other than Aspergillus 0 (0.0) 6 (1.7) O A. candidus 2
A. flavus 1
[ T T T T 1 aa “aca A. fumigatus 2
0 80 160 240 320 400 103 358 A. glaucus 1
Number of Reports A. terreus 6

A. versicolor 27

Specimen: 5898D Bronchial biopsy: 35-year-old female post lung transplantation. The identity of the organism was queried. Specimen contained Aspergillus
nidulans species complex.

UK (%) Al (%)
SAB - 16 (11.9) 116 (24.3)

Czapek Dox Agar 0 (0.0 1 (0.2)
Unspecified 0 (0.0 1 (0.2)
Cornmeal Agar 0 (0.0 2 (0.49)
Yeast + Mould Agar 0 (0.0 4 (0.8)
Mycosel Agar 0 (0.0 9 (1.9
Malt Extract Agar 2 (1.5 13 (2.7)
Potato Dextrose Agar 0 (0.0) 14 (2.9)
Other 10 (7.5) 37 (7.7)
Dermatophyte Test Medium 10 (7.5) 60 (12.6)
SAB+CHL+CHX 36 (26.9) 71 (14.9)
SAB+CHL 60 (44.8) 150 (31.4)
[ ! ! ! ! 1
0 40 80 120 160 200
Number of Reports
I:, Negative I:, Unnamed fungus D Unnamed Aspergillus sp.
. Aspergillus nidulans species complex I:, Aspergillus other than nidulans D Fungus other than Aspergillus

Specimen: 5898D Bronchial biopsy: 35-year-old female post lung transplantation. The identity of the organism was queried. Specimen contained Aspergillus
nidulans species complex.

UK (%) Al (%)

Phenotypic [ [T | 58(79.5) 184 (48.4)
Microarray 0 (0.0 1 (0.3)
Unspecified 0 (0.0 1 (0.3)

Sequencing - WGS 0 (0.0 3 (0.8)

16S rRNA sequencing 0 (0.0 4 (1.1)

Real-time multiplex 0 (0.0 7 (1.8)

18S rRNA sequencing 4 (5.5) 11 (2.9)

ITS rRNA sequencing 0 (0.0 16 (4.2)
1

MALDI-ToF 11 (15.1) 153 (40.3)
[ I I I I 1
0 40 80 120 160 200
Number of Reports
D Negative D Unnamed fungus D Unnamed Aspergillus sp.
- Aspergillus nidulans species complex D Aspergillus other than nidulans D Fungus other than Aspergillus
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Specimen 5898A Trichophyton rubrum

Overall, 71.6% of participant laboratories correctly identified this isolate as a
Trichophyton rubrum. While this is an acceptable performance, it is somewhat
concerning that almost 30% of participants were unable to identify the most common
cause of tinea pedis/onychomycosis in the UK. Incorrect identifications were
principally as other species in the genus Trichophyton with a total of 7 alternative
species suggested, with T. tonsurans (12 labs) and T. violaceum (10 labs) the most
common errors. Neither the colonial morphology nor the microscopic appearance of
this isolate were consistent with those organisms, both of which are principally agents
of tinea capitis (scalp ringworm) and so either would be unusual as a cause of infection
of the thighs in a middle-aged male. This particular isolate of T. rubrum was a granular
variety, with a flat, spreading, floccose to granular colony with a clearly demarcated
central chestnut brown centre on reverse. Granular varieties do tend to produce
numerous (and larger) clavate aleuriospores than conventional cosmopolitan, T.
rubrum isolates often producing cottony colonies, with occasional smooth, thin-walled,
and pencil-shaped macroconidia also present as was the case with this isolate. While
this microscopic appearance can loosely resemble T. tonsurans, the colony
appearance would not fit, with T. tonsurans normally presenting as glabrous brown
colonies with a distinctly granular/powdery white central area. Isolates of T. violaceum
do not produce micro- or macroconidia, so careful microscopic examination should
have ruled out that identification. Similarly, neither the colonial appearance nor the
microscopic morphology were consistent with the other Trichophyton species reported
in error: T. verrucosum has extremely slow growth with tiny colonies after several
weeks; T. benhamiae, T. interdigitale and T. mentagrophytes all have globose rather
than club-shaped microconidia; T. soudanense produces usually only very scant club-
shaped spores with colonies that are normally pale yellow/purple with a velvety
surface.

Specimen 5898B Epidermophyton floccosum

This specimen contained Epidermophyton floccosum, which was correctly identified
to species level by an impressive 90.1% of participants. E. floccosum is most
commonly encountered causing tinea cruris (groin infections), but it can cause
secondary infections including in fingernails, which was the clinical scenario here. It is
seen less and less frequently in clinical labs, with other emerging dermatophytes (for
example T. indotineae) now being more common causes of tinea cruris according to
the UK National Mycology Reference Laboratory data. The most common
misidentification was as Trichophyton terrestre (23 labs), which bears a superficial
resemblance to E. floccosum due to the presence of macroconidia of increasing
lengths in the former. However, colonies of T. terrestre are typically flat and spreading
and white in colour, compared to the restricted, heaped, pale beige, powdery to
granular colony seen with this isolate which is classical for E. floccosum, and E.
floccosum never produces single-celled aleurioconidia which are common with
isolates of T. terrestre.

Operated by UK Health Security Agency
61 Colindale Avenue
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London NW9 5EQ
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Specimen 5898C Cunninghamella bertholletiae

This isolate was correctly identified as a Cunninghamella species by an impressive
90% of participating laboratories. This is one of the rarer fungi from the Order
Mucorales encountered in the clinical laboratory. Like most other organisms in the
Order, this isolate was rapidly growing, with a spreading floccose colony that began
as pale white and later developed dark grey aerial coloration upon sporulation.
Abundant aerial growth to the lid of the Petri dish was notable in this isolate. With
microscopic examination revealing the broad ribbon-like, pauci-septate hyphae
characteristic of all Mucorales. However, it is distinctive from most other members of
the Order (where sporangiospores are produced inside sporangia) due to the
formation of sporangiola on the outside of the sporangiophore rather than on the
inside. Like most Mucorales, this organism typically causes rhinosinusitis in
immunocompromised and/or diabetic patients, or other soft tissue infections following
severe burns or trauma (as was the case in this clinical scenario). The majority of the
mis-identifications (20/32) were as other members of the Mucorales (Lichtheimia,
Mucor, Rhizopus, Rhizomucor), which whilst having epidemiological implications,
would not impact patient management. Invasive infections due to all members of the
Mucorales in all patient groups represent medical emergencies, and aggressive
treatment regimens with high dose liposomal amphotericin B (with or without
adjunctive posaconazole or isavuconazole) and surgical resection/debridement (if
possible) are essential to managing infections with all organisms in the Order.

Specimen 5898D Aspergillus nidulans species complex

Approaching 90% (87.2%) of participants correctly reported this isolate as a member
of the Aspergillus nidulans species complex. This organism grew as a spreading, flat
powdery colony that started white but rapidly developed areas of slate green and
yellow-brown coloration upon production of asexual and sexual spores, respectively.
On microscopy, participants should have noted darkly pigmented conidiophores, with
prominent foot-cells and terminal vesicles bearing both metullae and phialides.
Occasional Hulle cells and ascomata with asci and ascospores were also present. The
most common misidentifications were as Aspergillus versicolor or A. terreus (27 and
6 participants, respectively). Isolates of A. versicolor normally have restricted, heaped
colonies rather than the flat expansive one seen with this isolate and have
conidiophores that lack dark pigmentation or prominent foot cells, and A. terreus
colonies are normally cinnamon brown in colour with extremely fine metulae and
phialides arranged over the top 2/3 of the vesicle. Both A. versicolor and A. terreus
lack cleistothecia/ascomata in normal culture, although members of A. versicolor
species complex may occasionally produce Hulle cells.

General note/comments

Overall, performance with all four isolates in this distribution was good, with 71.6-
90.1% of laboratories reporting correct identifications depending on the particular
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isolate. However, based on the misidentifications reported for all four isolates, it is
concerning that a small number of laboratories have clearly mixed up at least some of
the isolates in the distribution. For example, incorrect IDs for the T. rubrum isolate
included Cunninghamella sp. (1 lab) and E. floccosum (2 labs) and similar mix-ups
were evident for the other 3 isolates (see Table 1).

Table 1. Incorrect identifications

Specimen Correct ID Incorrect IDs (No. of labs)

5898A T. rubrum E. floccosum (2); Cunninghamella sp. (1)
5898B E. floccosum Cunninghamella sp. (1)

5898C Cunninghamella sp. A. nidulans (3)

5898D A. nidulans Cunninghamella sp. (2); T. rubrum (1)

This scenario appears consistent based on the returns for most recent mycology
distributions and we would urge participants to take more care when labelling tubes
[culture plates, inoculating culture media and subculturing fungal isolates. Similarly,
errors in booking samples into LIMS or during transcribing results should be
considered. While the impact of such mix-ups in an EQA scheme is at worst frustrating
(especially when the laboratories had clearly arrived at the correct identification),
similar errors with genuine clinical specimens would potentially have devastating
consequences.

From the returns for this distribution, a significant number of labs have indicated that
they are using MALDI-ToF MS to assist identifications/final decisions in addition to
phenotypic examination. Whilst proteomic approaches have definitely revolutionised
mycology over the last decade and have led to significantly improved identification
success especially with uncommon yeast isolates, it is less powerful for certain groups
of fungi. For dermatophyte fungi, MALDI-ToF MS is extremely powerful in
distinguishing between isolates from different genera but can be less reliable in
separating species within a genus. This is particularly true for anthropophilic species
and reflects that these obligate human pathogens are very “recent” additions (in
evolutionary terms) to the fungal kingdom with little proteomic or indeed genetic
separation (which is also the reason that ITS sequencing and similar approaches
perform less well with dermatophytes than with more ancient fungi like Aspergillus,
Fusarium etc. So, we would suggest caution when identifying dermatophytes by
MALDI-ToF, especially if the ID obtained conflicts with phenotypic appearance or
clinical scenario/affected body site.
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