Molecular detection of respiratory viruses Laboratory :

UK NEQAS 7971

Microbiology /:’01

Distribution : 5825 Page 1 of 13

Dispatch Date : 05-May-2025

Intended Result Your Report Your Score
Specimen 5825A  Influenza virus B Influenza virus B 2
Specimen 5825B RSV B RSV B 2
Specimen 5825C  Influenza virus A H3 Influenza virus A H3 2
Specimen 5825D  Adenovirus type 14 Adenovirus type 14 2

Cumulative score information
Total number of specimens sent to you for UKNEQAS Molecular detection of respiratory viruses over the last 3 distributions is 12
For these distributions specimen numbers 8805 8806 8807 9005 9006 9007 9008 5825A 5825B 5825C 5825D have been analysed and scored.

Number of reports analysed 3

Number of specimens reported as not examined (not scored) 0

Number of specimens received too late for analysis (not scored) O

Number of specimens for which no report was received (not scored) 0

Your cumulative score for these specimens was 22 out of a possible total of 22

The mean score calculated from the reports returned by UK laboratories was 20.64 (with a standard error of 2.26)

Performance rating

Your performance rating for UKNEQAS Molecular detection of respiratory viruses (i.e. the number of standard errors by which your cumulative score lies above
or below the mean) for UK laboratories is 0.60.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.

Please note your performance rating may alter if other participants' results are amended.

No score penalty is incurred for non return of reports. However non return of results may be used as a measure of poor performance.

The box plot displayed at the right of the Performance Rating graph represents data for the latest EQA distribution round_only.
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Distribution Distribution
Comments:

A total of 214 specimen sets were distributed for testing with 201 participants returning results within the specified period. Overall performance for this distribution
was very good with 95.4% of participants reporting the intended result across all specimens.

Please refer to the Comments pages 11- 13 for scheme specific information.

For the fourth specimen you will exclusively need to report on the presence or absence of adenoviruses, rhinoviruses, bocavirus, enteroviruses,
metapneumovirus, parechoviruses, coronaviruses and parainfluenza viruses. Please indicate in the comment box on the final page of the web reply form
if you do not test for any listed viruses. Failure to do so may result in your laboratory receiving a score less than 2 for the specimen.

In the histograms on page 2 and subsequent pages a maximum of 12 amplification platform and detection method (PCR amplification kit) results are displayed.
These include the most commonly used methods and the method(s) used in your laboratory indicated by an arrow(s). The figures in the histograms and those in the
overall results tables may differ due to (1) exclusion of kits displayed in the histograms resulting in apparently lower numbers of data sets in the histograms or (2)
participants using more than one kit resulting in higher numbers of data sets in the histograms.

Turn around time: The time taken to report your results was 0-days. This information is provided for your own use and does not form part of your performance
assessment.

Enquiries: Pre-distribution test results are available should you experience a technical failure and wish to discuss the results. Written enquiries about this distribution
should be addressed to Dr Sanjiv Rughooputh at organiser@ukneqasmicro.org.uk. For repeat specimens in case of an EQA failure investigation, please request
using the web form at https://uknegasmicro.org.uk/participant-info/order-repeat-specimens.

Acknowledgements: We would like to thank the Respiratory Virus Unit (UKHSA), UKHSA Manchester, Royal Brompton and Harefield NHS Foundation Trust and
WHO Collaborating Centre for Reference and Research on Influenza for their assistance with the molecular identification testing and provision of clinical isolates.

Report authorised by: Dr Sanjiv Rughooputh, Scheme Organiser.
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Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825A |ntended result: Influenza B positive
Clinical details: Nasopharyngeal swab from a 85-year-old woman with body aches, stuffy nose and a sore throat.

O UK®%) O  All(%) Additional pathogens
identified:
Influenza virus B | |+ g7 (94.6) 193(97.5) é%?/n?r\ﬂf)s (n=4)
Additional pathogen [] 5 (5.4) 5 (2.5) =
T T T T T o T
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Number of reports

Specimen: 5825A |ntended result: Influenza B positive
Clinical details: Nasopharyngeal swab from a 85-year-old woman with body aches, stuffy nose and a sore throat.

Amplification platform

UK (%) All (%)
Qiagen: Rotor-Gene ol 2 (2.2 2 (1.2
Cobas 6800/8800 + 1 (11 2 (1.2)
QuantStudio 5 1 (1.1 5 (2.9
AusDiagnostics 5 (5.4) 6 (3.5
Hologic: Panther Fusion 4 (4.3) 6 (3.5
Unspecified 6 (6.5 7 (4.1)
Qiagen: QlAstat-Dx 5 (5.4) 8 (4.7)
Seegene: Allplex RP1 0 (0.0 9 (5.2
bioMerieux: FilmArray [If 6 (65) 15 (8.7)
BioRad: CFX96 Touch | 2 (2.2) 22 (12.8)
Xpert SARS/FIU/RSV | 19 (20.7) 24 (14.0)
Cepheid: GeneXpert | 23 (25.0) 32 (18.6)
[ T I I I 1
0 8 16 24 32 40
Number of reports
D Influenza virus B I:, Influenza virus wrong type I:, Unidentified agent
- Named virus other than that specified . Influenza virus B + an additional pathogen I:, No virus
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UK NEQAS 7971
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Distribution : 5825 Page 3 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825A |ntended result: Influenza B positive
Clinical details: Nasopharyngeal swab from a 85-year-old woman with body aches, stuffy nose and a sore throat.

Virus detection method (PCR amplification kit)
Your Report : Influenza virus B

UK (%) Al (%)
Your Score : 2
Altona: RealStar ¢ 1 (0.7) 2 (0.7)
Cobas 6800/8800 4 3 (21 4 (1.5)  Overall Results UK Al Score
Hologic: Panther Fusion 6 (4.2 8 (3.0
Seegene: Allplex RP1 0 (0.0 8 (3.0) Influenza virus B 87 193 2
QlAstat-Dx SARS-CoV-2 || 5 (3.5) 8 (3.0) Influenza virus wrong type 0 0 -1
Unspecified 7 (4.9 8 (3.0)  unidentified agent 0 0 0
Allplex RV Essential 0 (0.0 9 (33)  Named virus 0 0 -1
Qiagen: QIAstat-Dx 4 (2.8) 9 (3.3)  Additional pathogen 5 5 -1
Seegene: Allplex RP3 0 (00) 12 (44) Novirus 0 0 0
bioMerieux: FilmArray | 16 (11.1) 39 (14.4)
Cepheid: GeneXpert | 26 (18.1) 40 (14.8)  Total 92 198
Xpert SARS/FIU/RSV | 36 (25.0) 45 (16.7) 9 Correct 94.6 975
f T T T T 1
10 20 30 40 50
Number of reports
D Influenza virus B I:, Influenza virus wrong type I:, Unidentified agent
- Named virus other than that specified . Influenza virus B + an additional pathogen I:, No virus
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Molecular detection of respiratory viruses Laboratory :

UK NEQAS 7971

Microbiology % \ /:’01

Distribution : 5825 Page 4 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825B |ntended result: RSV B positive
Clinical details: Nasopharyngeal aspirate from a 10-week-old baby with difficulty breathing and a cough.

O UK®) O  All(%) %%?llttl}?ggl pathogens
RSV B & Adenovirus (n=4)
RSV [ | 7 (7.6) 29(14.6) Influenza virus B (n=2)
" 81 (88.0) 163(82.3)
Additional pathogen 4 (4.3) 6 (3.0)
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Number of reports

Specimen: 5825B Intended result: RSV B positive
Clinical details: Nasopharyngeal aspirate from a 10-week-old baby with difficulty breathing and a cough.

Amplification platform

UK (%) All (%)
Qiagen: Rotor-Gene ol 2 (2.2 2 (1.2
Cobas 6800/8800 <+ 1 (1)) 2 (1.2)
QuantStudio 5 1 (1.1 5 (2.9
AusDiagnostics 5 (5.4) 6 (3.5
Hologic: Panther Fusion 4 (4.3) 6 (3.5
Unspecified 6 (6.5 7 (4.1)
Qiagen: QlAstat-Dx 5 (5.4) 8 (4.7)
Seegene: Allplex RP1 0 (0.0 9 (5.2
bioMerieux: FilmArray 6 (6.5 15 (8.7)
BioRad: CFX96 Touch | 2 (2.2) 22 (12.8)
Xpert SARS/FIU/RSV | 19 (20.7) 24 (14.0)
Cepheid: GeneXpert | 23 (25.0) 32 (18.6)
f T T T T 1
0 8 16 24 32 40
Number of reports
D RSV B I:, RSV wrong type I:, Unidentified agent
- Named virus other than that specified . RSV + an additional pathogen I:, RSV
D No virus
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Molecular detection of respiratory viruses Laboratory :

UK NEQAS 7971

Microbiology % \ /:’01

Distribution : 5825 Page 5 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825B |ntended result: RSV B positive
Clinical details: Nasopharyngeal aspirate from a 10-week-old baby with difficulty breathing and a cough.

Virus detection method (PCR amplification kit)
Your Report : RSV B

UK (%) Al (%)
Your Score : 2
Altona: RealStar 4 1 (0.7) 2 (0.7)
Cobas 6800/8800 4 3 (21 4 (15  oOverall Results UK Al Score
Hologic: Panther Fusion 6 (4.2 8 (3.0
Seegene: Allplex RP1 0 (0.0) 8 (30) RsvB 7 29 2
QlAstat-Dx SARS-CoV-2 5 (3.5 8 (3.0) RSV wrong type 0 0 1
Unspecified 7 (4.9 8 (3.0)  unidentified agent 0 0 0
Allplex RV Essential 0 (0.0 9 (33)  Named virus 0 0 -1
Qiagen: QIAstat-Dx 4 (2.8) 9 (3.3)  Additional pathogen 4 6 -1
Seegene: Allplex RP3 || | 0 (0.0) 12 (44) Rsvy 81 163 2
bioMerieux: FilmArray 16 (11.1) 39 (14.4)  No virus 0 0 0
Cepheid: GeneXpert 26 (18.1) 40 (14.8)
Xpert SARS/FIU/RSV | 36 (25.0) 45 (16.7)  Total 92 198
[ , | | | | % Correct 95.7 97.0
0 10 20 30 40 50
Number of reports
D RSV B I:, RSV wrong type I:, Unidentified agent
- Named virus other than that specified . RSV + an additional pathogen I:, RSV
D No virus
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Molecular detection of respiratory viruses Laboratory :

UK NEQAS 7971

Microbiology % \ /:’01

Distribution : 5825 Page 6 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825C |ntended result: Influenza A H3 positive
Clinical details: Nasopharyngeal aspirate from a 69-year-old man with a dry cough, temperature and a headache.

O UK®%) O  All(%) Named virus other than
Influenza A:
Influenza virus A H3 < 23 (25.0) 59(29.8) Adenovirus (n=1)
Influenza virus A untyped [ | 65 (70.7) 134(67.7) Additional pathogens
__ Named virus 1 (L) 1 (0.5) identified:
Additional pathogen 3 (33) 4 (2.0) Adenovirus (n=3)
I T T T T [~ —_— RSV (n=1)
0 30 60 90 120 150 %2 198

Number of reports

Specimen: 5825C |ntended result: Influenza A H3 positive
Clinical details: Nasopharyngeal aspirate from a 69-year-old man with a dry cough, temperature and a headache.

Amplification platform

UK (%) Al (%)

Qiagen: Rotor-Gene ol 2 (2.2 2 (1.2
Cobas 6800/8800 + 1 (11 2 (1.2)
QuantStudio 5 1 (1.1 5 (2.9
AusDiagnostics [ | 5 (5.4) 6 (3.5)
Hologic: Panther Fusion [ 4 (4.3) 6 (3.5
Unspecified 6 (6.5 7 (4.1)
Qiagen: QlAstat-Dx 5 (5.4) 8 (4.7)
Seegene: Allplex RP1 [ 0 (0.0) 9 (5.2)
bioMerieux: FilmArray | 6 (6.5) 15 (8.7)
BioRad: CFX96 Touch [ | 2 (22) 22 (128)
Xpert SARS/FIU/RSV [ ] 19 (20.7) 24 (14.0)
Cepheid: GeneXpert [] 23 (25.0) 32 (18.6)
f T T T T 1
0 16 24 32 40
Number of reports
D Influenza virus A H3 I:, Influenza virus wrong type I:, Influenza virus A wrong subtype
- Unidentified agent . Named virus other than that specified I:, Influenza virus A + an additional pathogen
D Influenza virus A untyped . No virus
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Molecular detection of respiratory viruses Laboratory :

UK NEQAS 7971

Microbiology % \ /:’01

Distribution : 5825 Page 7 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825C |ntended result: Influenza A H3 positive
Clinical details: Nasopharyngeal aspirate from a 69-year-old man with a dry cough, temperature and a headache.

Virus detection method (PCR amplification kit)
Your Report : Influenza virus A H3

UK (%) Al (%)
— Your Score : 2
Altona: RealStar [ | ¢ 1 (0.7) 2 (07
Cobas 6800/8800 | & 3 (21) 4 (1.5)  Overall Results UK Al Score
Hologic: Panther Fusion 6 (4.2 8 (3.0
Seegene: Allplex RP1 0 (0.0) 8 (3.0) Influenza virus A H3 23 59 2
QlAstat-Dx SARS-CoV-2 | 5 (3.5) 8 (3.0) Influenza virus wrong type 0 0 -1
Unspecified 7 (4.9 8 (3.0) Influenza A wrong subtype 0 0 1
Aliplex RV Essential 0 (0.0 9 (3.3)  uUnidentified agent 0 0 0
Qiagen: QIAstat-Dx | 4 (2.8) 9 (33)  Named virus 1 1 -1
Seegene: Allplex RP3 I I 0 (0.0) 12 (44) additional pathogen 3 4 -1
bioMerieux: FilmArray [ ] | 16 (11.1) 39 (14.4)  |nfluenzavirus A untyped 65 134 2
Cepheid: GeneXpert | 26 (18.1) 40 (14.8)  No virus 0 0 0
Xpert SARS/FIu/RSV [ | 36 (25.0) 45 (16.7)
| | | , , | Total 92 198
0 10 20 30 40 50 % Correct 95.7 975
Number of reports
D Influenza virus A H3 I:, Influenza virus wrong type I:, Influenza virus A wrong subtype
- Unidentified agent . Named virus other than that specified I:, Influenza virus A + an additional pathogen
D Influenza virus A untyped . No virus
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Molecular detection of respiratory viruses

Laboratory :

UK NEQAS 7971

Microbiology

Distribution : 5825

Page 8 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825D |ntended result: Adenovirus type 14 positive
Clinical details: Throat swab from a 21-year-old male associated with an outbreak of severe febrile pneumonia on a military

base.

Adenovirus type 14
Adenovirus

No virus

Named virus
Additional pathogen

Number of reports

O UK®%) O Al%)
+ 1 (1.9) 2 (1.5)
45 (83.3)  119(88.1)
5 (9.3) 9 (6.7)
2 (3.7) 4 (3.0)
1 (1.9) 1 (0.7)
cl) 3‘0 6|0 9‘0 ﬁo 1&‘30 54 135

Named viruses other than
adenovirus:

Influenza virus A (n=3)
Influenza virus B (n=1)

Additional pathogen
identified:
Rhinovirus (n=1)

Specimen: 5825D |ntended result: Adenovirus type 14 positive
Clinical details: Throat swab from a 21-year-old male associated with an outbreak of severe febrile pneumonia on a military

base.

Amplification platform

UK (%)

Qiagen: Rotor-Gene Lo 2 (3.9
Cobas 6800/8800 + 1 (2.0
Xpert SARS/FIU/RSV 3 (5.9
QuantStudio 5 1 (2.0
AusDiagnostics 5 (9.8)
Hologic: Panther Fusion 4 (7.8)
Unspecified 5 (9.8)

Qiagen: QlAstat-Dx 4 (7.8)
Cepheid: GeneXpert 5 (9.8)
Seegene: Allplex RP1 | 0 (0.0)
bioMerieux: FilmArray 5 (9.8)
BioRad: CFX96 Touch | 2 (3.9

o
(o]

Adenovirus type 14

LIl

No virus

Named virus other than that specified

I I I 1
12 18 24 30

Number of reports

O
|

Adenovirus wrong type

Adenovirus + an additional pathogen

Al (%)

(1.7)
(1.7)
(3.4)
(4.2)
(5.1)
(5.1)
(5.1)
(5.9)
(6.8)
(7.6)
13 (11.0)
22 (18.6)

O©CoO~NOODOOOARANN

O
O

Unidentified agent

Adenovirus
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Molecular detection of respiratory viruses
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UK NEQAS 7971

Microbiology % \ /:’01

Distribution : 5825

Page 9 of 13

Dispatch Date : 05-May-2025

Four freeze-dried simulated respiratory samples were dispatched with a request to test each for respiratory viruses using molecular methods. Specimen 5825A
contained cultured Influenza B and HEp-2 cells, specimen 5825B contained cultured RSV B and HEp-2 cells, specimen 5825C contained cultured Influenza A (H3)
and HEp-2 cells, specimen 5825D contained cultured Adenovirus (type 14) and HEp-2 cells.

Specimen: 5825D |ntended result: Adenovirus type 14 positive
Clinical details: Throat swab from a 21-year-old male associated with an outbreak of severe febrile pneumonia on a military

base.

Virus detection method (PCR amplification kit)

UK (%)

Altona: RealStar ¢ 1 (1.2

Cobas 6800/8800 <+ 2 (2.49)
Hologic: Panther Fusion 5 (6.0)
QlAstat-Dx SARS-CoV-2 5 (6.0)
Unspecified 6 (7.1)

Seegene: Allplex RP1 0 (0.0)
Allplex RV Essential 0 (0.0)
Qiagen: QlAstat-Dx 4 (4.8)
Seegene: Allplex RP3 0 (0.0
Xpert SARS/FIU/RSV H 9 (10.7)
Cepheid: GeneXpert | | 8 (9.5)
bioMerieux: FilmArray | | | 14 (16.7)

Adenovirus type 14

Named virus other than that specified

LIl

No virus

I I I 1
16 24 32 40

Number of reports

D Adenovirus wrong type
- Adenovirus + an additional pathogen

Al (%)
2 (1.0)
3 (1.6)
7 (3.6)
7 (3.6)
7 (3.6)
8 (4.2)
9 (4.7)
9 (4.7)
12 (6.3)
15 (7.8)
15 (7.8)
36 (18.8)

Your Report : Adenovirus type 14
Your Score : 2

Overall Results UK All  Score
Adenovirus type 14 1 2 2
Adenovirus wrong type 0 0 1
Unidentified agent 0 0 0
Named virus 2 4 -1
Additional pathogen 1 1 -1
Adenovirus 45 119 2
No virus 5 9 0
Total 54 135

% Correct 85.2 89.6

D Unidentified agent
D Adenovirus
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UK NEQAS 7971
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Distribution : 5825 Page 10 of 13

N

Dispatch Date : 05-May-2025

Nucleic acid extraction methods used by participating laboratories in this distribution

UK (%) All (%)
Other [_] 1 (1.0) 1 (0.5)
Abbott: Alinity | | 1 (1.0) 1 (0.5)
Roche: cobas Liat | | 0 (0.0 1 (0.5)
Real-Time Multiplex | | 0 (0.0 1 (0.5)
NeuMoDx FIU/RSV/SARS | | 1 (1.0 1 (0.5)
Seegene: Anyplex | | 0 (0.0 1 (0.5
Hologic: Panther Fusion | | 0 (0.0 1 (0.5
Luminex: Verigene | | 1 (1.0) 1 (0.5)
Promega : Maxwell | | 0 (0.0 1 (0.5)
AusDiag: Easy-Plex | | 1 (1.0) 1 (0.5)
GenMark: ePlex | | 1 (1.0) 1 (0.5)
PureLink Viral RNA/DNA | | 0 (0.0 1 (0.5)
MagMAX-96 0 (0.0 1 (0.5)
bioMerieux: EMAG 1 (1.0) 2 (1.1
BD: MAX RNA-3 1 (1.0 2 (11)
Kingfisher 2 (2.0 2 (1.1
Seegene: Seeplex 1 (1.0 2 (11)
DiaSorin : Liaison 0 (0.0 3 (1.6)
Cobas 6800/8800 1 (1.0 3 (1.6)
BD: MAX 1 (1.0 3 (1.6)
MagnaPure 2 (2.0 3 (1.6)
Qiagen 0 (0.0 3 (1.6)
Qiagen: QIAsymphony 1 (1.0 3 (1.6)
QlAamp Viral RNA Lo 2 (2.0 3 (1.6)
QlAstat-Dx SARS-CoV-2 2 (2.0 3 (1.6)
AusDiagnostics 3 (2.9 3 (1.6)
Abbott: Alinity m 4 (3.9 4 (2.1)
Qiagen: MDx 2 (2.0 4 (2.1)
Qiagen: QlAstat-Dx 2 (2.0 4 (2.1)
Seegene: STARLET 0 (0.0 4 (2.1)
Qiagen: EZ1 3 (29 5 (2.7)
Seegene: Nimbus 0 (0.0 5 (2.7)
ELITech: ELITe InGenius 0 (0.0) 5 (2.7)
Unspecified 6 (5.9 6 (3.2
NucliSENS easyMAG 4 (3.9) 6 (3.2
Hologic: Panther Fusion 5 (4.9 6 (3.2
Seegene: STARmag 1 (1.0 15 (8.0)
bioMerieux: FilmArray 8 (7.8) 18 (9.6)
Cepheid: GeneXpert | 21 (20.6) 28 (15.0)
Xpert SARS/FIU/RSV | 23 (22.5) 29 (15.5)
f T T T T |
0 6 12 18 24 30

Number of reports
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Molecular detection of respiratory viruses Laboratory :
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Comments on distribution 5825

Overall performance in this distribution was very good with 95.4% of participants reporting
the intended results.

This is an improvement of 4.5% to the previous distribution 5755, where 90.9% of
participants reported the intended results.

The return rate was very good with 93.9% of participants returning results within the
specified time. This is an improvement of 1.8% on the previous distribution 5755, where
92.1% of participants returned their results.

Specimen 5825D: Adenovirus type 14 positive

Clinical details: Throat swab from a 21-year-old male associated with an outbreak of
severe febrile pneumonia on a military base.

Human adenoviruses (HAdVs) are non-enveloped, double-stranded DNA viruses comprising
at least 52 recognised serotypes.

These viruses are associated with a wide spectrum of clinical manifestations, including
community-acquired febrile respiratory ilinesses (FRIs), conjunctivitis, and gastrointestinal
infections. Additionally, they have been implicated in haemorrhagic cystitis (particularly in
immunocompromised individuals, such as bone marrow transplant recipients), as well as
hepatic and urinary tract infections. Emerging evidence has also suggested a potential
association with obesity.

Ten HAdV serotypes are primarily associated with FRI and pneumonia and are classified
into three species:

B (subgroups B1 and B2), C, and E, based on haemagglutination characteristics and
phylogenetic analyses.

e Species B includes serotypes HAdV-3, 7, 11, 14, 16, and 21, which are often
responsible for distinct outbreaks of FRI, conjunctivitis, and pneumonia in densely
populated environments such as military barracks, dormitories, public swimming
pools, and residential schools.

e Species C (HAdV-1, 2, 5, and 6) is typically associated with endemic FRiIs,
particularly in children and young adults.

e Species E consists solely of HAdV-4 and is known to cause sporadic outbreaks.

HAdV-14 was first isolated in 1955 in the Netherlands during an outbreak of acute
respiratory disease (ARD) among military recruits. Historically considered rare, HAdV-14 has
since re-emerged as a notable cause of severe respiratory illness.
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Like other adenoviruses, HAdV-14 is transmitted through respiratory droplets and contact
with contaminated surfaces. It generally causes mild respiratory symptoms in
immunocompetent individuals; however, severe and sometimes fatal outcomes have been
reported, particularly in older adults and individuals with underlying health conditions.
Outbreaks have occurred in community settings, healthcare facilities, and military
populations, raising concerns about its potential for nosocomial transmission.

Diagnosis of HAdV-14 infection is typically confirmed via PCR or viral culture from
respiratory specimens. Currently, there are no approved antiviral therapies for adenovirus
infections. Management is supportive, focusing on symptomatic relief, with hospitalisation
and intensive care support required in severe cases

Those who did not obtain the intended results should investigate and fill an incident
review form.

Please note that the 4™ specimen in the Molecular detection of respiratory viruses EQA
scheme can consist any of the following respiratory viruses: adenoviruses, rhinoviruses,
bocavirus, human metapneumovirus, parechoviruses, enteroviruses, human parainfluenza
virus (HPIV) 1-4 or coronaviruses including SARS-CoV-2, but will not contain influenza
viruses or RSV. Please see link: (UK NEQAS Molecular detection of respiratory viruses
EQA)

If you do not examine the extended panel of viruses for the 4'" specimen, please
report as “Not Examined” and inform us about the protocol that you use in your
laboratory so that you are not penalised.

Investigating incorrect results and non-return of results

Participants who did not achieve the intended results for scored specimens are requested to
investigate and report the potential root cause by completing an Incident Review Form (IRF)
online within 30 days of this report's publication. IRFs are considered in the analysis of poor
performance by the National Quality Assurance Advisory Panel (NQAAP).

Non-return of results is considered as poor performance. Participants who did not return
their results are also required to complete an IRF.

The IRF form can be accessed at the following link: https://uknegasmicro.org.uk/incident-
review-form/.
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Please use the following links for information on

Report format explained:
https://uknegasmicro.org.uk/participant-info/report-format-explained/

How to interpret your performance (cumulative score and performance rating):
https://ukneqgasmicro.org.uk/interpretation-of-performance-2/

Scoring:
https://lukneqasmicro.org.uk/participant-info/information-on-scoring/

Homogeneity:
https://ukneqasmicro.org.uk/?r3d=information-of-homogeneity/

Stability:
https://lukneqasmicro.org.uk/?r3d=information-on-stability/

For further information about the Service including confidentiality, please refer to the
Directory and Participants Manual:
https://uknegasmicro.org.uk/participant-info/directory-participants-manual
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