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Intended Result Your Report Your Score
Specimen 5930A Direct detection overall ~ Mtb complex detected Mtb complex detected 2
report
Detection post culture Mtb complex detected Mtb complex detected 2
overall report
Rifampicin resistance Resistant Resistant 2
Specimen 5930B Direct detection overall ~ Mtb complex detected Mtb complex detected 2
report
Detection post culture Mtb complex detected Mtb complex detected 2
overall report
Rifampicin resistance Not resistant Not resistant 2

Turn around time: The time taken to report your results was 0 days. This information is provided for your own use and does not form part of your performance
assessment.

Comments: A total of 203 sets of specimens were distributed for testing with 183 participants returning results.
[Key: MTBC = M. tuberculosis complex; MOTT = Mycobacteria other than tuberculosis]

Specimen 5930A: MTBC detected (M. tuberculosis)

Detection: The direct detection results for this specimen were excellent, with 99.5% (181/182) of participants reporting a correct result: MTBC detected / M.
tuberculosis. For post culture detection, 96.8% (61/63) of participants reported a correct result: MTBC detected / M. tuberculosis.

Rifampicin resistance testing: 96.6% (168/174) of participants correctly reported that the specimen was resistant to rifampicin.

Specimen 5930B: MTBC detected (M. tuberculosis)

Detection: The direct detection results for this specimen were excellent, with 99.5% (181/182) of participants reporting a correct result: MTBC detected / M.
tuberculosis. For post culture detection, 100.0% (64/64) of participants reported a correct result: MTBC detected / M. tuberculosis.

Rifampicin resistance testing: 97.7% (171/175) of participants correctly reported that the specimen was not resistant to rifampicin.

Enquiries: For repeat specimens, please request using the web form, (https://uknegasmicro.org.uk/participant-info/order-repeat-specimens) stating your
laboratory identification number, the distribution name and number, specimen number(s), and reason for request.
Any technical enquiries related to this distribution, please contact organiser@uknegasmicro.org.uk stating your laboratory identification number.

Acknowledgements: We thank colleagues from the National Mycobacterium Reference Service-South (NMRS-South), UK Health Security Agency (UKHSA) for
their kind assistance with provision of the source material and pre-distribution testing.

Please use the following links for information on:

1. Report format explained https://uknegasmicro.org.uk/participant-info/report-format-explained/

2. How to interpret your performance (cumulative score and performance rating) https://ukneqasmicro.org.uk/interpretation-of-performance-2/
3. Scoring https://uknegasmicro.org.uk/participant-info/information-on-scoring/

4. Bacteriology and mycology specific scoring https://ukneqasmicro.org.uk/participant-info/bacteriology-and-mycology-specific-scoring/

5. Homogeneity https://uknegasmicro.org.uk/?r3d=information-of-homogeneity

6. Stability https://uknegasmicro.org.uk/?r3d=information-on-stability

For further information about the Service including confidentiality, please refer to the Directory & Participants Manual
https://uknegasmicro.org.uk/participant-info/directory-participants-manual/

Report authorised by: Dr Jennifer Henderson, Scheme Organiser
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Cumulative score information

Total number of specimens sent to you for UK NEQAS for Mycobacteria (molecular) over the last 3 distributions is 6
For these distributions specimen numbers 5807A 5807B 5883A 5883B 5930A 5930B have been sent.

Number of specimens reported too late for analysis (not scored) 0

Your cumulative score for the specimen/test combinations that you reported was 30 out of a possible total of 30

The mean score calculated from the reports returned by UK laboratories testing the specimen/test combinations you examined was 29.59 (with a standard error of
1.39).

Performance rating

Your performance rating for UK NEQAS for Mycobacteria (molecular) (i.e. the number of standard errors by which your cumulative score lies above or below the
mean for UK laboratories) is 0.30.

A performance rating of more than 1.96 standard errors below the mean indicates possible poor performance.

Your performance rating may change if other participants' results are amended.

No score penalty is incurred for non return of reports. However non reporting of results may be used as a measure of poor performance.

The box plot displayed at the right of the Performance Rating graph represents data for the latest EQA distribution round_only.

Your performance rating over the past 12 distributions (4 year cycle) Total score you achieved for each of the last 12 distributions
Your current performance rating is 0.30 Your total score for this distribution is 12
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Two specimens of freeze-dried simulated purulent sputa were dispatched with a request for the molecular detection of mycobacteria.
Specimen 5930A contained Mycobacterium tuberculosis with commensals: Staphylococcus epidermidis and Streptococcus mitis.
Specimen 5930B contained Mycobacterium tuberculosis with commensals: Staphylococcus epidermidis and Streptococcus oralis.
Specimen: 5930A
Direct detection: MTBC detected
UK (%) Al (%) Your Report : Mtb complex detected
) Your Score : 2
Hain: Mycobact CM/AS Lo 4 (3.5) 8 (2.4)
PCR: Single target 3 (26) 3 (0.9)  Overall Results UK Al Score
Other 1 (0.9 3 (0.9
Hain: FluoroType 0 (0.0 4 (1.2)  MTBC detected 57 159 2
BD: MAX 1 (0.9 4 (1.2)  Mycobacterium species 1 1 1
SDB: MDR-TB 0 (0.0 5 (L5) M. tuberculosis 7 22 2
Nanogen AD: Real-Time Alert 2 (1.8) 7 (2.1)
Unspecified 4 (3.5) 8 (24) Total 65 182
Seegene: Anyplex 1 (0.9 13 (3.9
Hain: MTBDRplus 3 (2.6) 14 (4.2)
Xpert MTB/RIF Ultra I 27 (23.7) 100 (29.8)
Cepheid: GeneXpert [ | 67 (58.8) 139 (41.4)
f T T T T |
0 30 60 90 120 150
Number of reports
D MTBC detected D MOTT detected D Not detected . Mycobacterium species D MTBC negative D M. tuberculosis
Specimen: 5930A
Detection post culture: Mycobacterium tuberculosis
UK (%) Al (%) Your Report : Mtb complex detected
. Your Score : 2
Whole genome sequencing | ¢ 2 (8.0) 2 (1.7)
Sequencing \ 3 (12.0) 4 (3.4)  Overall Results UK All Score
TB Ag MPT64 Rapid 1 (4.0 3 (2.5)
Nanogen AD: Real-Time Alert 0 (0.0 3 (25) MTBC detected 9 45 2
PCR: Single target 0 (0.0 3 (25)  Nogrowth 1 2 0
BD: MGIT TBc ID 1 (4.0 5 (42) M. tuberculosis 3 6 2
Unspecified 1 (4.0 5 (4.2)
Hain: MTBC 0 (0.0 8 (6.8) Total 13 63
Hain: MTBDRplus 2 (8.0 16 (13.6)
Hain: Mycobact CM/AS 4 (16.0) 16 (13.6)
Xpert MTB/RIF Ultra 1 (4.0 17 (14.4)
Cepheid: GeneXpert 7 (28.0) 21 (17.8)
f T T T T 1
0 6 12 18 24 30
Number of reports
I:, MTBC detected I:, MOTT detected I:, Not detected - Mycobacterium species I:, MTBC negative I:, No growth - M. tuberculosis
Specimen: 5930A
Rifampicin resistance: Resistant
UK (%) Al (%) Your Report : Resistant
Your Score : 2
Hain: MTBDRplus <+ 4 (6.5) 10 (6.0)
Roche 0 (0.0) 1 (0.6)  Overall Results UK Al Score
Seegene: Anyplex Il 0 (0.0 2 (1.2
Seegene: Anyplex 0 (0.0 2 (1.2) Resistant 64 168 2
Hain 0 (0.0 2 (1.2)  Not resistant 0 6 0
Sequencing 1 (1.6) 2 (1.2
BD: MAX 0 (0.0 2 (1.2)  Total 64 174
Other 1 (1.6) 2 (1.2
SDB: MDR-TB 0 (0.0 3 (1.8)
Unspecified 2 (3.2 8 (4.8)
Xpert MTB/RIF Ultra 14 (22.6) 53 (31.7)
Cepheid: GeneXpert | 38 (61.3) 76 (45.5)
[ T T T T 1
0 16 32 48 64 80
Number of reports
D Indeterminate D Not relevant D Resistant . Not resistant
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Dispatch Date : 17-Nov-2025
Two specimens of freeze-dried simulated purulent sputa were dispatched with a request for the molecular detection of mycobacteria.
Specimen 5930A contained Mycobacterium tuberculosis with commensals: Staphylococcus epidermidis and Streptococcus mitis.
Specimen 5930B contained Mycobacterium tuberculosis with commensals: Staphylococcus epidermidis and Streptococcus oralis.
Specimen: 5930B
Direct detection: MTBC detected
UK (%) Al (%) Your Report : Mtb complex detected
. Your Score : 2
Hain: Mycobact CM/AS Lo 4 (3.5) 8 (2.4)
PCR: Single target 3 (26) 3 (0.9)  Overall Results UK Al Score
Other 1 (0.9 3 (0.9
Hain: FluoroType 0 (0.0 4 (1.2)  MTBC detected 57 160 2
BD: MAX 1 (0.9 4 (1.2)  Mycobacterium species 1 1 1
SDB: MDR-TB 0 (0.0 5 (L5) M. tuberculosis 7 21 2
Nanogen AD: Real-Time Alert 2 (1.8) 7 (2.1)
Unspecified 4 (3.5) 8 (24) Total 65 182
Seegene: Anyplex 1 (0.9 13 (3.9)
Hain: MTBDRplus 3 (2.6) 14 (4.2)
Xpert MTB/RIF Ultra [l 27 (23.7) 100 (29.8)
Cepheid: GeneXpert [ | 67 (58.8) 139 (41.4)
[ T T T T 1
0 30 60 90 120 150
Number of reports
D MTBC detected D MOTT detected D Not detected . Mycobacterium species D MTBC negative D M. tuberculosis
Specimen: 5930B
Detection post culture: Mycobacterium tuberculosis
UK (%) Al (%) Your Report : Mtb complex detected
. Your Score : 2
Whole genome sequencing | ¢ 2 (8.0) 2 (1.7)
Sequencing - 3 (12.0) 4 (34)  Overall Results UK Al Score
TB Ag MPT64 Rapid 1 (4.0 3 (2.5)
Nanogen AD: Real-Time Alert 0 (0.0 3 (25) MTBC detected 9 46 2
PCR: Single target 0 (0.0 3 (25) M. tuberculosis 4 18 2
BD: MGIT TBc ID 1 (4.0 5 (4.2)
Unspecified 1 (4.0 5 (42) Total 13 64
Hain: MTBC 0 (0.0) 8 (6.7)
Hain: MTBDRplus 2 (8.0) 16 (13.4)
Xpert MTB/RIF Ultra 1 (4.0) 17 (14.3)
Hain: Mycobact CM/AS 4 (16.0) 17 (14.3)
Cepheid: GeneXpert 7 (28.0) 21 (17.6)
f T T T T 1
0 6 12 18 24 30
Number of reports
I:, MTBC detected I:, MOTT detected I:, Not detected - Mycobacterium species I:, MTBC negative I:, No growth - M. tuberculosis
Specimen: 5930B
Rifampicin resistance: Not resistant
UK (%) Al (%) Your Report : Not resistant
Your Score : 2
Hain: MTBDRplus &+ 4 (6.5) 10 (6.0)
Roche 0 (0.0 1 (0.6) Overall Results UK Al Score
Seegene: Anyplex Il 0 (0.0) 2 (1.2
Seegene: Anyplex 0 (0.0 2 (L2)  Not relevant 0 1
Hain 0 (0.0 2 (1.2) Resistant 0 3 0
Sequencing 1 (16) 2 (1.2)  Not resistant 64 171 2
BD: MAX 0 (0.0) 2 (1.2
Other 1 (16 2 (1) Total 64 175
SDB: MDR-TB 0 (0.0) 3 (1.8)
Unspecified 2 (3.2 8 (4.8)
Xpert MTB/RIF Ultra 14 (22.6) 53 (31.5)
Cepheid: GeneXpert 38 (61.3) 76 (45.2)
[ T T T T 1
0 16 32 48 64 80
Number of reports
D Indeterminate D Not relevant D Resistant . Not resistant
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